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FIGURE 1 
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FIGURE 1 (continued) 
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FIGURE 1 (continued) 
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FIGURE 1 (continued) 
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FIGURE 3 (continued) 
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51 AARECVCENYKIj AVNCF VNNNRQCQCTSVGAQNTVI CSKLAAKCLVMKAE 



EpCAM aa 73 MNGSKIiGRRAKPEGALQNNDGLYDPDCDESGLPKAKQCNGTSTCWCVNTA 

I III II 1 1 1 Mill I Ml II Nil II II MM Mil II Ml MINI II 

Ovr232Vl_aa 101 MNGSKLGRllZUCPEGALQNNDGIiYDPDCDESGLFKAKQCNGTSMCWCVNTA 
EpCAM aa 123 GVRRTDKDTEITCSERVRTYWriHELKHKAREKPYDSKSIiRTALQKEITT 

1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 

Ovr232Vl_aa 151 GVRRTDKDTEITCSERVRTYWIIIELKHKAREKPYDSKSIiRTALQKEITT 
EpCAM aa 173 RYQLDPKFITSILYENNVITIDLVQNSSQKTQNDVDIADVAYYFEKDVKG 

1 1 M 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 M 1 1 1 1 1 1 M 

Ovr232Vl__aa 201 RYQLDPKF ITS ILYENNVITI DLVQNS SQKTQNDVDIADVAYYFEKDVKG 
EpCAM aa 223 ESLFHSKKMDLTVNGEQLDIJDPGQTLIYYVDEKAPEFSMQGLKAGVIAVI 

1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 

Ovr232Vl_aa 251 ESIiFHSKKMDLTVNGEQLDLDPGQTLIYYVDEKAPEFSMQGLKAGVIAVI 

EpCAM aa 273 WWIAWAGIWLVISRKKRMAKYEKAEIKEMGEMHREIjNA 

I I I I I I I I I I I I I I I I I I I I II I I I II I I I II I II I II I I I I 
Ovr232Vl aa 301 WWIAWAGIWIiVI SRKKRMAKYEKAEIKEMGEMHRELNA 



22 
50 
72 
100 
122 
150 
172 
200 
222 
250 
272 
300 
314 
342 
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FIGURES 
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EpCAM_nt 1 0 I 

Ovr232V2_nt 1 CAGATCTCAATTATCTAATTGCAATTGCAACGAGAACCAAAGCAGGGGAG 0 

EpCAM_nt 1 0 

Ovr232V2_nt 51 CAGAGACAAACAATTTCTGAGGTAACCAGATGGCTTTATTAACTCAAGTT 100 

EpCAM_nt 1 0 

Ovr232V2_nt 101 CTCACCTAAAATTGCCCTCAAGAATCCTGTGGGAATGGGTTGCAGTGGTG 150 

EpCAM__nt 1 0 

Ovr232V2_nt 151 TGGCCCTGGATTCACAACCGACAGAGCTTCTGAATTCTGAGTGATCTGTA 200 

EpCAM_nt 1 0 

Ovr232V2_nt 201 CACAAACACACCTCTGCCTGGGTTACACGCCTCCACGTTCCTCTATCCAG 250 

EpCAM_nt 1 0 

Ovr232V2_nt 251 TTCCCGCACCCTTCCCCCCAGGCCCCATTCTTCAAGGCTTCAGAGCAGCG 300 

EpCAM_nt 1 0 

Ovr232V2_nt 301 CTCCTCCGGTTAAAAGGAAGTCTCAGCACAGAATCTTCAAACCTCCTCGG 350 

EpCAM_nt 1 0 

Ovr232V2_nt 351 AGGCCACCAAAGATCCCTAACGCCGCCATGGAGACGAAGCACCTGGGGCG 400 

EpCAM_nt 1 0 

Ovr232V2_nt 401 GGGCGGAGCGGGGCGCGCGGGCCCACACCTGTGGAGAGGGCCGCGCCCCA 450 

EpCAM_nt 1 0 

Ovr232V2_nt 451 ACTGCAGCGCCGGGGCTGGGGGAGGGGAGCCTACTCACTCCCCCAACTCC 500 

EpCAMjat 1 0 

Ovr232V2_nt 501 CGGGCGGTGACTCATCAACGAGCACCAGCGGCCAGAGGTGAGCAGTCCCG 550 

EpCAM_nt 1 0 

Ovr232V2_nt 551 GGAAGGGGCCGAGAGGCGGGGCCGCCAGGTCGGGCAGGTGTGCGCTCCGC 600 

EpCAM nt 1 CGGCGAGCGAGCACCTTCGAC 21 

IIIIIIIIIMIIIIIMIII 

Ovr232V2_nt 601 CCCGCCGCGCGCACAGAGCGCTAGTCCTTCGGCGAGCGAGCACCTTCGAC 650 

EpCAM nt 22 GCGGTCCGGGGACCCCCTCGTCGCTGTCCTCCCGACGCGGACCCGCGTGC 71 

MM II II I II 1 1 1 Mil 1 1 1 II I M 1 1 1 1 1 1 1 M II II Ml I tllll II 

Ovr232V2_nt 651 GCGGTCCGGGGACCCCCTCGTCGCTGTCCTCCCGACGCGGACCCGCGTGC 700 

EpCAM nt 72 CCCAGGCCTCGCGCTGCCCGGCCGGCTCCTCGTGTCCCACTCCCGGCGCA 21 

IIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Ovr232V2 nt 701 CCCAGGCCTCGCGCTGCCCGGCCGGCTCCTCGTGTCCCACTCCCGGCGCA 750 
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FIGURE 5 (continued) 



EpCAM_nt 
Ovr232V2_ 




122 
751 


CGCCCTCCCGCQAGTCCCGGGCCCCTCCCGCGCCCCTCTTCTCGGCGCGC 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 
■ < i ■ ■ i i i i i i i i l i i i i i i i i i t i i i i i i i [ i i t i i i i i i i I I I I l I ] 

CGCCCTCCCGCGAGTCCCGGGCCCCTCCCGCGCCCCTCTTCTCGGCGCGC 


171 
800 


EpCAM_nt 
Ovr232V2_ 


nt 


172 
801 


GCGCAGCATGGCGCCCCCGCAGGTCCTCGCGTTCGGGCTTCTGCTTGCCG 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II 
• i ■ i ■ i i i i i i I i j i i i i 1 i i i i i i i i i i i i i i i i i i i i i I i I 1 I 1 1 1 1 1 

GCGCAGCATGGCGCCCCCGCAGGTCCTCGCGTTCGGGCTTCTGCTTGCCG 


221 
850 


EpCAMjat 




222 


CGGCGACGGCGACTTTTGCCGCAGCTCAGGAAGAATGTGTCTGTGAAAAC 

1 1 1 1 II 1 1 II 1 1 II M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 II 1 1 1 1 M 
■ 1 1 i i 1 1 i i i 1 1 1 1 1 i i 1 1 1 j i 1 1 i i i 1 i 1 1 i 1 1 1 i i 1 1 i i 1 1 i j i 1 1 1 1 

CGGCGACGGCGACTTTTGCCGCAGCTCAGGAAGAATGTGTCTGTGAAAAC 


271 


Ovr232V2_ 




851 


900 


EpCAM_nt 




272 


TACAAGCTGGCCGTAAACTGCTTTGTGAATAATAATCGTCAATGCCAGTG 

1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
i i i i i i i 1 i t i i t i i j i i i i i j i i i i ( i i i i i i i i i i i i i i i i j [ | i | i | 

TACAAGCTGGCCGTAAACXGCTTTGTGAATAATAATCGTCAATGCCAGTG 


321 


Ovr232V2_ 


_nt 


901 


950 


EpCAMjat 
Ovr232V2_ 




322 
951 


TACTTCAGTTGGTGCACAAAATACTGTCATTTGCTCAAAGCTGGCTGCCA 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
TACTTCAGTTGGTGCACAAAATACTGTCATTTGCTCAAAGCTGGCTGCCA 


371 
1000 


EpCAM_nt 




372 


AATGTTTGGTGATGAAGGCAGAAATGAATGGCTCAAAACTTGGGAGAAGA 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
i i j i i i i i i i i t j i i i i i i i j i i i i i i i i i i i i i i i I 1 1 1 i i 1 1 1 1 1 1 1 J 

AATGTTTGGTGATGAAGGCAGAAATGAATGGCTCAAAACTTGGGAGAAGA 


421 


Ovr232V2_ 


nt 


1001 


1050 


EpCAMjat 




422 


GCAAAACCTGAAGGGGCCCTCCAGAACAATGATGGGCTTTATGATCCTGA 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 

1 i > 1 > 1 1 1 1 1 M 1 I 1 1 1 I I 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 I I 1 1 1 1 1 1 1 1 1 1 

GCAAAACCTGAAGGGGCCCTCCAGAACAATGATGGGCTTTATGATCCTGA 


471 


Ovr232V2_ 


_nt 


1051 


1100 


EpCAM_nt 




472 


CTGCGATGAGAGCGGGCTCTTTAAGGCCAAGCAGTGCAACGGCACCTCCA 

1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
1 11 i i i i i i i J i i i i i i i i i i j i 1 I 1 1 i 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 I 1 1 I 1 

CTGCGATGAGAGCGGGCTCTTTAAGGCCAAGCAGTGCAACGGCACCTCCA 


521 


Ovr232V2_ 


_nt 


1101 


1150 


EpCAM_nt 
Ovr232V2_ 


nt 


522 
1151 


CGTGCTGGTGTGTGAACACTGCTGGGGTCAGAAGAACAGACAAGGACACT 

• 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 
• * i ■ i « » i • i i i i 1 i I I 1 i I I I l l l l 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I | | 1 

TGTGCTGGTGTGTGAACACTGCTGGGGTCAGAAGAACAGACAAGGACACT 


571 
1200 


EpCAM_nt 




572 


GAAATAACCTGCTCTGAGCGAGTGAGAACCTACTGGATCATCATTGAACT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 
■ ■ t • i i i i i i ■ ■ i i i i I i i i i i i i i i i i 1 i i I I j i i i i i | 1 I 1 1 1 1 1 

GAAATAACCTGCTCTGAGCGAGTGAGAACCTACTGGATCATCATTGAACT 


621 


Ovr232V2_ 




1201 


1250 


BpCAM_nt 




622 


AAAACACAAAGCAAGAGAAAAACCTTATGATAGTAAAAGTTTGCGGACTG 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

1 1 • 1 1 1 1 1 ■ 1 1 M I 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 I 1 1 | 

AAAACACAAAGCAAGAGAAAAACCTTATGATAGTAAAAGTTTGCGGACTG 


671 


Ovr232V2_ 


nt 


1251 


1300 


EpCAM_nt 




672 


CACTTCAGAAGGAGATCACAACGCGTTATCAACTGGATCCAAAATTTATC 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 
i i i i i i i i i i i i i i i i i 1 i i 1 i 1 1 1 1 1 1 1 1 1 1 I I 1 1 1 1 1 1 i 1 1 | I t | | } 1 

CACTTCAGAAGGAGATCACAACGCGTTATCAACTGGATCCAAAATTTATC 


721 


Ovr232V2_ 


_nt 


1301 


1350 


EpCAM_nt 
Ovr232V2_ 


. nt 


722 
1351 


ACGAGTATTTTGTATGAGAATAATGTTATCACTATTGATCTGGTTCAAAA 

1 1 1 1 I l 1 1 1 1 t 1 1 1 1 1 1 1 1 t I 1 1 1 1 I I \ \ I i I i i i i i i i t i i i i i i i i i t 

1 1 M II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

ACGAGTATTTTGTATGAGAATAATGTTATCACTATTGATCTGGTTCAAAA 


771 
1400 


EpCAM_nt 




772 


TTCTTCTCAAAAAACTCAGAATGATGTGGACATAGCTGATGTGGCTTATT 

MIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIII 

TTCTTCTCAAAAAACTCAGAATGATGTGGACATAGCTGATGTGGCTTATT 


821 


Ovr232V2_ 


nt 


1401 


1450 


EpCAM_nt 




822 


ATTTTGAAAAAGATGTTAAAGGTGAATCCTTGTTTCATTCTAAGAAAATG 

Ill-Ill. -|. II-. |..-|.| 

ATTTTGAAAAAGATGATGTGAGTATCATCTTCTTTATTCCTGTGTTCAGG 


871 


Ovr232V2_ 


nt 


1451 


1500 
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FIGURE 5 (continued) 

EpCAM_nt 872 GACCTQACAGTAAATGGGGAACAACTGGATCTGGATCCTGGTCAAACTTT 921 

111-.-. I I..I..M Ml 

Ovr232V2_nt 1501 AATGTAGTCTATCATGCCTCAATGAATTAAATATATTTCATCACCTTTTT 1550 

EpCAMjat 922 AATTTATTATGTTGATGAAA2UIGCACCTGAATTCTCAATGCAGGGTCTAA 971 

I III-..-. Ill I |..|..|...|.|.. 

Ovr232V2_nt 1551 ATCCACTTACAGATCAACCAAATGGTTCGCTGCTGCCGTTAATTTTGTCC 1600 

EpCAM_nt 972 AAGCTGGTGTTATTGCTGTTATTGTGGTTGTGGTGATAGCAGTTGTTGCT 1021 

...|||.... I |.|||.-..|.||...||....|....|..| 

Ovr232V2_nt 1601 TCCCTGTCACTCACATGCATCTTGCTTGTTTGTATATTTATGCCTCTTAT 1650 

EpCAMjat 1022 GGAATTGTTGTGCTGGTTATTTCCAGAAAGAAGAGAATGGCAAAGTATGA 1071 

- • 1111111*111 11*11 II | • | 

Ovr232V2_nt 1651 CAAATTGTTCTGCCTAAAATATCTCCCCTCTTTCTTATAATTCTTATTTA 1700 

EpCAM_nt 1072 GAAGGCTGAGATAAAGGAGATGGGTGAGATGCATAGGGAACTCAATGCAT 1121 

• I • I..|.|.| . | | | - | I - 1 • | | | 

Ovr232V2_nt 1701 TTATCTACTTGGTGGTTACTTAGTTTGTGCATATATGCTCCCCTATG 1747 

BpCAMjnt 1122 AACTATATAATTTGAAGATTATAGAAGAAGGGAAATAGCAAATGGACACA 1171 

|..|.||||||||..|.|....|.|....|..|M.|.*I 11**1 

Ovr232V2_nt 1748 ATATTTATAATTTACACAAATAAAAGTCTGTTAAAAAAGACTGTAACTGA 1797 

EpCAM_nt 1172 AATTACAAATGTGTGTGCGTGGGACGAAGACATCTTTGAAGGTCATGAGT 1221 

• 11*1** II*. 1*1*1*. *ll*. 11***. 1*11*11-* I** 1***1 
Ovr232V2_nt 17 98 TATGATTAAAATATTTTGTTGAAACTTTAATATATTATAGTGAGGT 1843 

EpCAM_nt 1222 TTGTTAGTTTAACATCATATATTTGTAATAGTGAAACCTGTACTCAAAAT 1271 
Ovr232V2_nt 1844 1843 

EpCAM_nt 1272 ATAAGCAGCTTGAAACTGGCTTTACCAATCTTGAAATTTGACCACAAGTG 1321 
Ovr232V2_nt 1844 1843 

BpCAM_nt 1322 TCTTATATATGCAGATCTAATGTAAAATCCAGAACTTGGACTCCATCGTT 1371 
Ovr232V2_nt 1844 1843 

EpCAM_nt 1372 AAAATTATTTATGTGTAACATTCAAATGTGTGCATTAAATATGCTTCCAC 1421 

Ovr232V2_nt 1844 
1843 

EpCAM_nt 1422 AGTAAAATCTGAAAAACTGATTTGTGATTGAAAGCTGCCTTTCTATTTAC 1471 
Ovr232V2_nt 1844 1843 

BpCAM_nt 1472 TTGAGTCTTGTACATACATACTTTTTTATGAGCTATGAAATAAAACATTT 1521 

Ovr232V2_nt 1844 1843 

EpCAM_nt 1522 TAAACTG 1528 

Ovr232V2_nt 1844 1843 
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FIGURE 6 



EpCAM_aa 




1 


MAPPQVLAFQLLIiAAATATFAAAQEECVCENYKLAVNCPVNNNRQCQCTS 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 I 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 
i i i i i i i i i i i i i i i i i t i i i i i i i i i i i i i i i * i i i i i 1 i i t i i i i i i i 

MAPPQVLAPGLLLAAATATPAAAQEECVCENYKLAVNCFVNNNRQCQCTS 


50 


Ovr232V2_ 


aa 


1 


50 


EpCAM_aa 
Ovr232V2_ 


a a 


51 
51 


VGAQNTVICSKI*AAKCI*VMKAEMNGSKLQIU^PEGAIiQNNDGLYDPDCD 

1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 II 1 1 1 1 1 1 I 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
i i i i i i i i i i i i i i i i \ i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i 

VGAQNTVICSKLAAKCLVMKAEMNGSKLGRRAKPEGALQNNDGLYDPDCD 


100 
100 


EpCAM_aa 




101 


ESGLFKAKQCNGTSTOTCTNTAGVRRTDKDTEITCSERVRTYWIIIEI.KH 

1 1 1 1 1 1 1 I 1 1 1 1 1 1 - 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 
i i i i i i i t i i 1 i i I i i i i i i i i i i i i i i i I i i 1 i i i i i i i ( i i 1 I I I i I 

ESGLFKAKQCNGTSMCWCVNTAGVRRTDKDTEITCSERVRTYWIIIELKH 


150 


Ovr232V2_ 


a a 


101 


150 


EpCAM_aa 
Ovr232V2_ 




151 
151 


KAREKPYDSKSLRTALQKEITTRYQLDPKFITSILYENNVITIDLVQNSS 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 11 1 1 1 1 1 1 M II 1 1 1 1 1 1 1 1 
1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 I 1 1 1 1 I 1 1 1 1 1 1 H 1 1 1 1 H 1 

KAREKPYDSKSLRTALQKEITTRYQLDPKFITSILYENNVITIDLVQNSS 


200 
200 


EpCAM__aa 




201 


QKTQNDVDIADVAYYFEKDVKGESLFHSKKMDLTVNGEQLDLDPGQTLIY 
t i i i i i i i i i i l i l i l i I i i 

QKTQND VD I AD VAYYFEKDD VS IIFFI P VFRNWYHASMN 


250 


Ovr23-2V2_ 


a a 


201 


240 


EpCAM_aa 




251 


YVDEKAP EFSMQGLKAGVI AVIVVVVI AVVAGIVVLVI SRKKRMAKYEKA 


300 


Ovr232V2_ 


aa 


241 




240 


EpCAM_aa 




301 


EXKEMGEMHRELNA 


314 


Ovr232V2_ 


aa 


241 




240 
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FIGURE 7 



PCT/US2003/038855 



EpCAM_nt 1 0 

Ovr232V3_nt 1 CAGATCTCAATTATCTAATTGCAATTGCAACGAGAACCAAAGCAGGGGAQ 50 

EpCAM_nt 1 0 

Ovr232V3_nt 51 CAGAGACAAACAATTTCTGAGGTAACCAGATGGCTTTATTAACTCAAGTT 100 

EpCAMjat 1 0 

Ovr232V3_nt 101 CTCACCTAAAATTGCCCTCAAGAATCCTGTGGGAATGGGTTGCAGTGGTG 150 
EpCAM_nt 1 

Ovr232V3_nt 151 TGGCCCTGGATTCACAACCGACAGAGCTTCTGAATTCTGAGTGATCTGTA 200 

EpCAM_nt 1 0 

Ovr23.2V3_nt 201 CACAAACACACCTCTGCCTGGGTTACACGCCTCCACGTTCCTCTATCCAG 50 

EpCAM_nt 1 0 

Ovr232V3_nt 251 TTCCCGCACCCTTCCCCCCAGGCCCCATTCTTCAAGGCTTCAGAGCAGCG 300 

EpCAMjat 1 0 

Ovr232V3_nt 301 CTCCTCCGGTTAAAAGGAAGTCTCAGCACAGAATCTTCAAACCTCCTCGG 350 

EpCAM_nt 1 0 

Ovr232V3_nt 351 AGGCCACCAAAGATCCCTAACGCCGCCATGGAGACGAAGCACCTGGGGCG 400 

EpCAM_nt 1 0 

Ovr232V3_nt 401 GGGCGGAGCGGGGCGCGCGGGCCCACACCTGTGGAGAGGGCCGCGCCCCA 450 

EpCAM_nt 1 0 

Ovr232V3_nt 451 ACTGCAGCGCCGGGGCTGGGGGAGGGGAGCCTACTCACTCCCCCAACTCC 500 

EpCAM_nt 1 0 

Ovr232V3_nt 501 CGGGCGGTGACTCATCAACGAGCACCAGCGGCCAGAGGTGAGCAGTCCCG 550 

EpCAM__nt 1 0 

Ovr23 2V3_nt 551 GGAAGGGGCCGAGAGGCGGGGCCGCCAGGTCGGGCAGGTGTGCGCTCCGC 600 

EpCAM nt 1 CGGCGAGCGAGCACCTTCGAC 21 

I I I I III II M II III I III I 

Ovr232V3_nt 601 CCCGCCGCGCGCACAGAGCGCTAGTCCTTCGGCGAGCGAGCACCTTCGAC 650 

Bp CAM nt 22 GCGGTCCGGGGACCCCCTCGTCGCTGTCCTCCCGACGCGGACCCGCGTGC 71 

I i 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 

Ovr232V3_nt 651 GCGGTCCGGGGACCCCCTCGTCGCTGTCCTCCCGACGCGGACCCGCGTGC 700 

EpCAM_nt 72 CCCAGGCCTCGCGCTGCCCGGCCGGCTCCTCGTGTCCCACTCCCGGCGCA 121 

I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I ! I I I I I ! I I I I I I I I I I 

Ovr232V3 nt 7 01 CCCAGGCCTCGCGCTGCCCGGCCGGCTCCTCGTGTCCCACTCCCGGCGCA 750 
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EpCAM_nt 




122 


CGCCCTCCCGCGAGTCCCGGGCCCCTCCCGCGCCCCTCTTCTCGGCGCGC 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
i i 1 i t i i i i i i i i i i i i i f i i i i i i i i i i i i i i i i i i i ] i i i 1 1 1 I 1 1 1 f 

CGCCCTCCCGCGAGTCCCGGGCCCCTCCCGCGCCCCTCTTCTCGGCGCGC 


171 


Ovr232V3_ 




751 


800 


EpCAM_nt 
Ovr232V3_ 


jat 


172 
801 


GCGCAGCATGGCGCCCCCGCAGGTCCTCGCGTTCGGGCTTCTGCTTGCCG 

1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
i i i i i i i { i i i i i j 1 i i I i j i i i i i i i i i i I i i i i i j 1 1 1 i t 1 1 1 f I 1 1 I 

GCGCAGCATGGCGCCCCCGCAGGTCCTCGCGTTCGGGCTTCTGCTTGCCG 


221 
850 


EpCAM_nt 




222 


1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 
i i i i i i i i i 1 i i i i I i i i i i I i i i i i i i i i i i 

CGGCGACGGCGACTTTTGCCGCAGCTCAGGAAGGTGAGGCGCGGATTGGA 


253 


Ovr232V3_ 


_nt 


851 


900 


EpCAM__nt 




254 




253 






Ovr232V3_ 


nt 


901 


GCAGAGTTGTGGAGCTGGGCTGGGCTGGGGGGCAGCGGCCCCCGGCCCTC 


950 


EpCAMjat 




254 




253 






Ovr232V3_ 


nt 


951 


GGCCCCCGAAACGGGCATAATAGGGAGGGGACCAAGAGGCCGCGCTTTCC 


1000 


EpCAM_nt 




254 




253 






Ovr232V3_ 


nt 


1001 


AGCGTGGAGACCGGACGGTGCGGCCGTGCTCCGGCTCAGGCCCTCCGCGC 


1050 


EpCAM_nt 




254 




253 






Ovr232V3_ 


_nt 


1051 


GGTAGGAAACGGCGAGGGCCGTCCCGGGGAGCAGCCTCACTTCGCAGCTT 


1100 


EpCAMjnt 




254 


GAATGTGTCTGTGAAAACTACAAGCTGGCCGTAAACTGCT 

1 1 1 1 1 1 i II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 


293 


Ovr232V3_ 


nt 


1101 


i 1 1 1 i 1 i 1 t 1 1 1 i 1 I 1 1 I ] 1 1 1 1 1 1 1 1 1 1 1 { 1 i I i I | | | | 
TGCTCGCCTTGAATGTGTCTGTGAAAACTACAAGCTGGCCGTAAACTGCT 


1150 


EpCAM_nt 
Ovr232V3_ 


_nt 


294 
1151 


TTGTGAATAATAATCGTCAATGCCAGTGTACTTCAGTTGGTGCACAAAAT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 
I l I i I I l l l l l l l l I l l l l l l I l l 1 l l l l l i l i i 1 I 1 1 1 1 l 1 1 I 1 I 1 1 1 1 

TTGTGAATAATAATCGTCAATGCCAGTGTACTTCAGTTGGTGCACAAAAT 


343 
1200 


EpCAM_nt 




344 


ACTGTCATTTGCTCAAAGCTGGCTGCCAAATGTTTGGTGATGAAGGCAGA 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 


393 


Ovr232V3_ 


nt 


1201 


i i i i i i i i i i i i i i i i i i i i i i i i i i I I I I I I I I I I I I I ] i I i 1 I J t I J 1 
ACTGTCATTTGCTCAAAGCTGGCTGCCAAATGTTTGGTGATGAAGGCAGA 


1250 


EpCAM_nt 
Ovr232V3 


_nt 


394 
1251 


AATGAATGGCTCAAAACTTGGGAGAAGAGCAAAACCTGAAGGGGCCCTCC 

1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 
1 1 1 1 II 1 11 1 II II 1 II 1 1 1 1 1 1 1 1 \ 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 \ 1 

AATGAATGGCTCAAAACTTGGGAGAAGAGGAAAACCTGAAGGGGCCCTCC 


443 
1300 


EpCAM_nt 




444 


AGAACAATGATGGGCTTTATGATCCTGACTGCGATGAGAGCGGGGTCTTT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
1 l 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

AGAACAATGATGGGCTTTATGATCCTGACTGCGATGAGAGCGGGCTCTTT 


493 


Ovr232V3_ 


_nt 


1301 


1350 


EpGAM_nt 
Ovr232V3_ 


_nt 


494 
1351 


AAGGCCAAGCAGTGCAACGGCACCTCCACGTGCTGGTGTGTGAACACTGC 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 • 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 

AAGGCCAAGCAGTGCAACGGCACCTCCATGTQCTGGTGTGTGAACACTGC 


543 
1400 


EpCAM_nt 




544 


TGGGGTCAGAAGAACAGACAAGGACACTGAAATAACCTGCTCTGAGCGAG 

IIMI IIMMIII III MMIMII 1 II MM 1 1 III 1 IMMIIIIM 

TGGGGTCAGAAGAACAGACAAGGACACTGAAATAACCTGCTCTGAGCGAG 


593 


Ovr232V3_ 




1401 


1450 


EpCAMjat 
Ovr232V3_ 




594 
1451 


TGAGAACCTACTGGATCATCATTGAACTAAAACACAAAGCAAGAGAAAAA 

I INN M II II II Mil MM M! II 1 1 MM !l M I Mill 1 Mill i 

TGAGAACCTACTGGATCATCATTGAACTAAAACACAAAGCAAGAGAAAAA 


643 
1500 



WO 2004/053079 PCT/US2003/038855 

16/43 

FIGURE 7 (continued) 



EpCAM_nt 




644 


CCTTATGATAGTAAAAGTTTGCGGACTGCACTTCAGAAGGAGATCACAAC 

NIIIMIIIMIIMIIIIIIIIIIIIMIIIIIIIIIIIIIIIillll 

■ • i i ■ i i j i i i i i i i i j i i i i i i i j i i i i i i i i i i i i i i i i i i i i i i i i i 
CCTTATGATAGTAAAAGTTTGCGGACTGCACTTCAGAAGGAGATCACAAC 


693 


Ovr232V3_ 


jat 


1501 


1550 


BpCAM_nt 




694 


GCGTTATCAACTGGATCCAAAATTTATCACGAGTATTTTGTATGAGAATA 

IIIIIIIIMMIIIIIIIIMIIIIIIIIIIIIIIIIMIIIIIIIMI 
• i i i i I i i i i i i i i i i i i i i i i i i i i i i i i i i i I i i 1 i i i i i i i i i i i i i 

GCGTTATCAACTGGATCCAAAATTTATCACGAGTATTTTGTATGAGAATA 


743 


Ovr232V3_ 


nt 


1551 


1600 


EpCAM_nt 




744 


ATGTTATCACTATTGATCTGGTTCAAAATTCTTCTCAAAAAACTCAGAAT 

I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 
i i i i i i i i i i i j i i i t i i i j i i [ i i i i i i i i 1 i i i i i i i i i i i i i i 1 I 1 i 

ATGTTATCACTATTGATCTGGTTCAAAATTCTTCTCAAAAAACTCAGAAT 


793 


Ovr232V3_ 


nt 


1601 


1650 


EpCAMjit 
Ovr232V3_ 


nt 


794 
1651 


GATGTGGACATAGCTGATGTGGCTTATTATTTTGAAAAAGATGTTAAAGG 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 
i i i i i i i i i i i i i i i i i i i i 1 i i i i i i i j i i i i i i i i i i i i i i i i i i l i I 

GATGTGGACATAGCTGATGTGGCTTATTATTTTGAAAAAGATGTTAAAGG 


843 
1700 


EpCAM_nt 
Ovr232V3_ 


nt 


844 
1701 


TGAATCCTTGTTTCATTCTAAGAAAATGGACCTGACAGTAAATGGGGAAC 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t 1 1 I 1 
■ i t i i i i i i i i i i i i i i i i i i i i i j i i i i i 1 i i j i j [ I I I I I i j i I I 1 I I 

TGAATCCTTGTTTCATTCTAAGAAAATGGACCTGACAGTAAATGGGGAAC 


893 
1750 


EpCAM_nt 




894 


AACTGGATCTGGATCCTGGTCAAACTTTAATTTATTATGTTGATGAAAAA 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 
1 1 I i I! 1 1 1 II 11 II i 1 1 1 1 1 I 1 1 1 1 1 1 I 1 1 1 1 I 1 I I 1 I I I I J | 1 | | | | | 

AACTGGATCTGGATCCTGGTCAAACTTTAATTTATTATGTTGATGAAAAA 


943 


Ovr232V3_ 


nt 


1751 


1800 


EpCAM_nt 




944 


GCACCTGAATTCTCAATGCAGGGTCTAAAAGCTGGTGTTATTGCTGTTAT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 
1 1 1 1 I I I 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

GCACCTGAATTCTCAATGCAGGGTCTAAAAGCTGGTGTTATTGCTGTTAT 


993 


Ovr232V3_ 




1801 


1850 


EpCAM_nt 




994 


TGTGGTTGTGGTGATAGCAGTTGTTGCTGGAATTGTTGTGCTGGTTATTT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
1 1 1 1 1 1 1 H 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 H II i II 1 1 1 I I 1 I 1 1 1 1 1 1 1 II 

TGTGGTTGTGGTGATAGCAGTTGTTGCTGGAATTGTTGTGCTGGTTATTT 


1043 


Ovr232V3 


nt 


1851 


1900 


EpCAMjit 
Ovr232V3_ 


_nt 


1044 
1901 


CCAGAAAGAAGAGAATGGCAAAGTATGAGAAGGCTGAGATAAAGGAGATG 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 
i i 1 i 1 i i i i i i I i i i i > i i I I i i i i i I I I I I I I I l l l l l l l l l l l l 1 l l 1 

CCAGAAAGAAGAGAATGGCAAAGTATGAGAAGGCTGAGATAAAGGAGATG 


1093 
1950 


EpCAM_nt 




1094 


GGTGAGATGCATAGGGAACTCAATGCATAACTATATAATTTGAAGATTAT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
i i i i i i 1 i i i 1 i i i i 1 > i 1 i i i i i i i i i 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 I 1 

GGTGAGATGCATAGGGAACTCAATGCATAACTATATAATTTGAAGATTAT 


1143 


Ovr232V3_ 


_nt 


1951 


2000 


EpCAM_nt 
Ovr232V3_ 


nt 


1144 
2001 


AGAAGAAGGGAAATAGCAAATGGACACAAATTACAAATGTGTGTGCGTGG 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 
1 1 1 1 1 II II II 1 1 1 1 II 1 II II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 I 1 1 1 | 1 1 

AGAAGAAGGGAAATAGCAAATGGACACAAATTACAAATGTGTGTGCGTGG 


1193 
2050 


EpCAM_nt 




1194 


GACGAAGACATCTTTGAAGGTCATGAGTTTGTTAGTTTAACATCATATAT 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 


1243 


Ovr232V3_ 


nt 


2051 


I I 1 1 1 I 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 
GACGAAGACATCTTTGAAGGTCATGAGTTTGTTAGTTTAACATCATATAT 


2100 


EpCAM_nt 




1244 


TTGTAATAGTGAAACCTGTACTCAAAATATAAGCAGCTTGAAACTGGCTT 
i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i t i i i i i i i i i i i i i i i i i i i 
1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
TTGTAATAGTGAAACCTGTACTCAAAATATAAGCAGCTTGAAACTGGCTT 


1293 


Ovr232V3_ 


_nt 


2101 


2150 


EpCAM_nt 
Ovr232V3_ 


nt 


1294 
2151 


TACCAATCTTGAAATTTGACCACAAGTGTCTTATATATGCAGATCTAATG 

IIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIMIIIIII 

TACCAATCTTGAAATTTGACCACAAGTGTCTTATATATGCAGATCTAATG 


1343 
2200 


EpCAM_nt 




1344 


TAAAATCCAGAACTTGGACTCCATCGTTAAAATTATTTATGTGTAACATT 

1 IN 1 II M (III Ml MM i Mill 1 IINMI 1 1 MINN MM III 

TAAAATCCAGAACTTGGACTCCATCGTTAAAATTATTTATGTGTAACATT 


1393 


Ovr232V3_ 


nt 


2201 


2250 



WO 2004/053079 PCT/US2003/038855 

17/43 

FIGURE 7 (continued) 

CAAATGTGTGCATTAAATATGCTTCCACAGTAAAATCTGAAAAACTGATT 1443 

MINI! Ill 1 1 III 1 1 II I IMMMIMI III IIMM 1 1 1 II II II I 

CAAATGTGTGCATTAAATATGCTTCCACAGTAAAATCTGAAAAACTGATT 2300 
TGTGATTGAAAGCTGCCTTTCTATTTACTTGAGTCTTGTACATACATACT 1493 

MM llllllll Ml II I II IIIMM Mill llllllll III II I MM 

TGTGATTGAAAGCTGCCTTTCTATTTACTTGAGTCTTGTACATACATACT 2350 

TTTTTATGAGCTATGAAATAAAACATTTTAAACTG 1528 
I I 1 I I I 1 I I 1 I I I I I I I I I 1 I I I 1 I 1 1 I I I 1 I 1 I I 

TTTTTATGAGCTATGAAATAAAACATTTTAAACTGAA 2387 



BpCAMjat 




1394 


Ovr232V3_ 


_nt 


2251 


EpCAM_nt 




1444 


Ovr232V3_ 


nt 


2301 


BpCAMjat 




1494 


Ovr232V3_ 


_nt 


2351 



WO 2004/053079 



18/43 

FIGURE 8 



PCT/US2003/038855 



EpCAM__aa 
Ovr232V3_ 


a a 


1 
1 


1 1 1 1 1 1 1 1 1 1 II 1 1 II II 1 II 1 1 II 

MAPP QVL AFGLL LAAATATFAAAQE GEARI GAKLWS WAGLGGNGP RP SAP 


25 
50 


EpCAM_aa 




26 




25 


Ovr232V3_ 


aa 


51 


ETGIIGRGPRGRAFQRGDRTVRPCSGSGPPRGRKRRGPSRGAASLRSFAR 


100 


EpCAM_aa 




26 


- ECVCENYKIAVNCPVNl^RQCQCTSVGAQNTVTCSKIiAAKC^ 

IIIIIIMIIIIIIIIIIIIIIIMIIIIIIMMIIMMIIIIIMI 
LECVCENYKLAVNCFVNNNRQCQCT SVGAQNTVI C SKLAAKCLVMKAEMN 


74 


Ovr232V3_ 


a a 


101 


150 


EpCAM_aa 




75 


GSKLGRRAKPEGALQNinDGLYDPDCDESGLFKAKQCNGTSTCWCVNTAGV 

1 1 1 1 1 1 1 II I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 • 1 1 1 1 1 1 1 1 1 
i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i [ i i i i i i i i i i i i i i i i i 

GSKLGRRAKPEGALQNNDGLYDPDCDESGLFKAKQCNGTSMCWCVNTAGV 


124 


Ovr232V3_ 


aa 


151 


200 


EpCAM_aa 




125 


RRTDKDTEITCSERVRTYWIIIELKHKAREKPYDSKSLRTALQKEITTRY 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
RRTDKDTEITCSERVRTYWIIIELKHKAREKPYDSKSLRTALQKEITTRY 


174 


Ovr232V3_ 


a a 


201 


250 


EpCAM__aa 




175 


QLDPKFIT S I LYENNVXTIDLVQNS SQKTQNDVDI ADVAYYFEKDVKGE S 

I ! 1 1 1 1 i 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 E 1 1 r 1 1 1 1 1 1 1 1 ! 1 

QLDPKFITS I LYENNVITXDLVQNS SQKTQNDVDI ADVAYYFEKDVKGE S 


224 


Ovr232V3_ 


_aa 


251 


300 


EpCAM_aa 




225 


LFHSKKMDLTVNGEQLDLDPGQTLIYYVDEKAPEFSMQGLKAGVIAVIW 

1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 > 1 1 1 i 1 1 1 i 1 ! 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 

LFHSKKMDLTVNGEQLDLDPGQTLIYYVDEKAPEFSMQGLKAGVIAVIW 


274 


Ovr232V3_ 


aa 


301 


350 


EpCAM_aa 




275 


WIAWAGIWLVI SRKKRMAKYEKAEIKEMGEMHRELNA 

1 1 1 1 1 II 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 
WIAWAGIWLVI SRKKRMAKYEKAEIKEMGEMHRELNA 


314 


Ovr232V3_ 


aa 


351 


390 



WO 2004/053079 



19/43 

FIGURE 9 



PCT/US2003/038855 



Ovrl07 

455_051.nt.2 
Ovrl07 

455_051.nt.2 
Ovrl07 

455_051.nt.2 
Ovrl07 

455_051.nt.2 
Ovrl07 

455__0.51.nt.2 
Ovrl07 

455_051.nt.2 
Ovrl07 

455_051.nt.2 
Ovrl07 

455_051.nt.2 
Ovrl07 

455_051.nt.2 
Ovrl07 

455_051.nt.2 
Ovrl07 

455_051.nt.2 
Ovrl07 

455_051.nt.2 
Ovrl07 

455_051.nt.2 
Ovrl07 

455_051.nt.2 
Ovrl07 

455 051. nt. 2 



1 AGAGCAAGGAAGGGCAGGGGACCTGGGAAGGAAGTTCTGGAAGGCAGTGG 50 

1 0 

51 GGTTTGAGATTGGACCCAGGGTCAAGATAGAACATGAAGGTGGGATGAGG 100 

1 0 

101 ACATGAACAGAACATGGCCAAGAAGGATCTGGGGGAGCAGCCAGGACGAG 150 

1 0 

151 GCGGAGCTGATCCGAGAGGACATCCAGGGGGCTCTGCACAATTACCGCTC 200 

1 0 

201 GGGCCGCGGGGAGCGCAGGGCGGCGGCGCTCAGGGCCACGCAGGAGGAGT 250 

1 0 

251 TGCAGCGCGACCGCTCGCCCGCCGCTGAGACCCCGCCCCTGCAGCGCCGC 300 

1 0 

301 CCGTCAGTCCGCGCAGTGATCAGCACCGTAGAGCGGGGCGCGGGCCGCGG 350 

1 0 

351 ACGACCCCAGGCGAAGCCCATTCCCGAGGCAGAGGAGGCGCAGAGGCCTG 400 



401 AGCCGGTGGGGACCTCGAGCAA CGCTGACTC GGC-CTCC 438 

II- III-. -Ill I I I I III III I I I I 

1 GATCTCTTCCAAATGTCCCCGCT- - CTCCCCAGGCTCTCC 3 8 

439 CCGGACCTGGGTCC CCGGGGTCCTGACCTGGCGGTTCTGCA 47 9 

II III ll-lll lllllll II 

39 CC TCCCGCCACTTGCCAGGG- -CTGACCT CA 67 

480 - GGCG GAGCGG GAAGTGGACATCCTG AACCACGTGTTCGACGACGTAG AG 528 

-II III I I • I I I I ■ • I I I M 

68 CCGC CAT - CTTAACCGGGTGTCC 89 

529 AGCTTTGTATCGAGGCTGCAGAAGTCGGCGGAGGCGGCCAGGGTGCTGGA 578 

i-ii-i-i mi i-iii -11111111. 

90 ACCTCTCT CTGC CTGCC-TGGTGCTGGC 116 

579 GCACCGGGAACGCGGCCGCAGGAGCCGGCGCCGGGCGGCT GGGGAG 624 

-I llll-ll-ll .-III I II 1 1 • I • I • I II •-•III 

117 CC CGCGTCCCCA-TCGCC-GCGCCCGTCTGCTCCCCTCAGAG 156 

625 GGCTTGCTGACGCTGCGGGCCAAGCCGCCCTCGGAGGCCGAGTACACCGA 674 

IIIIIIIIIIIIIIIIMIIIIIIIII IIUIIIIIIIIimilIMM 

157 GGCTTGCTGACGCTGCGGGCCAAGCCGCCCTCGGAGGCCGAGTACACCGA 206 

675 CGTGCTGCAGAAGATCAAGTACGCCTTCAGCCTGCTGGCCCGGCTGCGCG 724 

MIIIIIIIMIIIIIIIIIIIIIIIIIMIIIIIIIillllllllllll 

207 CG TG CTG CAGAAG ATCAAGTACG C CTTCAGCCTGCTGGCCCGG CTGCGCG 256 



WO 2004/053079 



PCT/US2003/038855 



20/43 

FIGURE 9 (continued) 



Ovrl07 725 GCAACATCGCCGACCCCTCCTCTCCGGAGCTGTTGCACTTCCTTTTCGGG 

I Ml II MM 1 1 MM M MINI Ml II 1 1 III 1 1 1 1 II MM MM II 

455 051. nt. 2 257 GCAACATCGCCGACCCCTCCTCTCCGGAGCTGTTGCACTTCCTTTTCGGG 



Ovrl07 



775 



CCTCTGCAGATGATTGTGAACACGTCGGGGGGGCCGGAGTTCGCGAGCAG 

M II MM M M Ml 1 1 MMMM M II M 1 1 MM I I Ml II Ml 1 1 1 

455 051. nt. 2 307 CCTCTGCAGATGATTGTGAACACGTCGGGGGGGCCGGAGTTCGCGAGCAG 



Ovrl07 



825 



TGTGCGGCGGCCGCATCTGACATCGGATGCCGTGGCGCTGCTGCGGGACA 

1 1 11 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 

4 5 5_0 5 1 . nt . 2 357 TGTGCGGCGGCCGCATCTGACATCGGATGCCGTGGCGCTGCTGCGGGACA 
Ovrl07 875 ACGTCACTCCACGTGAAAACGAGCTCTGGACCTCGCTGGGGGACTCGTGG 

MM I IMMI M MM MMMM MUM Mill M MMIMMIM 

4 5 5_0 51.nt.2 407 ACGTCACTCCACGTGAAAACGAGCTCTGGACCTCGCTGGGGGACTCGTGG 
Ovr 1 07 925 ACCCGCCCCGGGCTGGAGCTGTCCCCGGAGGAGGGACCCCCATACAGACC 

1 1 1 II M I II II II Ml 1 1 II III 1 1 1 1 II II MM II II II II II II II 

455 051. nt. 2 457 ACCCGCCCCGGGCTGGAGCTGTCCCCGGAGGAGGGACCCCCATACAGACC 
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455_051,nt.2 1205 GAAGGAGGAGCTGCGGGCGGTGAGCCCCGAGGAGGGGGCACGTGTGTACA 1254 
Ovrl07 1775 GCCAGGTCACCGTGCAGCGCTCGCTGCTGGAGGACAAAGAGAAAGTGTCA 1824 

1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II M II 1 1 1 1 1 1 1 1 1 1 1 1 1 ! I M 1 1 1 1 1 1 

455_051.nt.2 1255 GCCAGGTCACCGTGCAGCGCTCGCTGCTGGAGGACAAAGAGAAAGTGTCA 1304 
Ovrl07 1825 GAGCTGGAGGCAGTGATGGAGAAGCAAAAGAAGAAGGTGGAAGGCGAGGT 1874 

I I I Mill II III MMIIMM 1 1 M III I MMM IIIIIIIIMIII 

455_051.nt.2 1305 GAGCTGGAGGCAGTGATGGAGAAGCAAAAGAAGAAGGTGGAAGGCGAGGT 1354 
Ovrl07 1875 GGAAATGGAGGTCATTTGACCTGCCAGGCGCCCTTCGCAAAGAGTGACGA 1924 

! 1 1 1 1 1 1 1 1 1 1 1 1 1 ) 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 ! I f 1 1 1 1 1 1 1 1 

455__051.nt.2 1355 GGAAATGGAGGTCATTTGACCTGCCAGGCGCCCTTCGCAAAGAGTGACGA 1404 
Ovrl07 1925 GGCCCCGTGGGAGAACGGACTCCTCAGACTCTCCCCAATAGCGGAAGTCG 1974 

I E 1 1 1 i 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

455_051.nt.2 1405 GGCCCCGTGGGAGAACGGACTCCTCAGACTCTCCCCAATAGCGGAAGTCG 1454 
Ovrl07 1975 ATCTTCTGAAGGATGGCCAATCTGCTCCGGCCCTGGTCTTCCCCCATCCC 2024 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ] 1 1 1 1 1 1 

455_051.nt.2 1455 ATCTTCTGAAGGATGGCCAATCTGCTCCGGCCCTGGTCTTCCCCCATCCC 1504 
Ovrl07 2025 GGTGGACAGACTTAACGATCCTTGCTGCAGTCCCTCCGGAGAGGATCTGG 2074 

1 1 1 1 1 1 M 1 1 [ 1 1 1 1 1 1 ) 1 1 1 1 ! 1 1 1 1 1 1 1 ! I i ) 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i I 

455_051.nt.2 1505 GGTGGACAGACTTAACGATCCTTGCTGCAGTCCCTCCGGAGAGGATCTGG 1554 
Ovrl07 2075 ACTGGCTGGGAGTGGGGAGGGCGTGGAGACAGTCTACGGAAAGCGCTAGC 2124 

1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 

455_051.nt.2 1555 ACTGGCTGGGAGTGGGGAGGGCGTGGAGACAGTCTACGGAAAGCGCTAGC 1604 
Ovrl07 2125 AGACCCCCGAGAGGGTGCAGTGGAGCCCTGAGCATTGTAATATGCGGCCC 2174 

MMMMMIMMIIMIMMIMIMIMMMMMMMIMM 

455_051.nt.2 1605 AGACCCCCGAGAGGGTGCAGTGGAGCCCTGAGCATTGTAATATGCGGCCC 1654 



Ovrl07 2175 AGCCTATAAACAGCCTCCGTGCTTAGCAAAAAAAAAAAAZUUVAAAAA 2221 

1 1 MM Ml Mill Mill Ml 1 1 III M 

455_051.nt.2 1655 AGCCTATAAACAGCCTCCGTGCTTAGCAG 1683 
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FIGURE 11 

Ovrl07_aa 1 MNRTWPRRXWGSSQDEAELIREDIQGALHNYRSGRGERRAAALRATQEEL 50 

455_051.aa.2 1 0 
Ovrl07_aa 51 QRDRSPAAETPPLQRRPSVRAVISTVERGAGRGRPQAXPIPEAEEAQRPE 100 

455_051.aa.2 1 0 

Ovrl07_aa 101 PVGTSSNADSASPDLGPRGPDLAVLQAEREVDILNHVFDDVESFVSRLQK 50 

i .... | | | . | . • | : | : ..:.).. 

455__051.aa. 2 1 DLFQMSP - LSPGSPLPPLARAD LTAILTG 28 

Ovrl07_aa 151 SAEAARVLEHRERGRRSRRRAAGEGLLTLRAKPPSEAEYTDVLQKIKYAF 200 

-111111111111111111111111111 
455_051 . aa . 2 29 CPPLSACLVLAPRPHRRARLLPSEGLLTLRAKPPSEAEYTDVLQKIKYAF 78 

Ovrl07_aa 201 SLLARLRGNXADPSSPELLHFLFGPLQMXVNTSGGPEFASSVRRPHLTSD 250 

f e 1 1 f i e 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 r t r 1 1 1 1 1 1 f 1 1 1 f 1 1 1 1 1 1 1 

455_051.aa.2 79 SLIARLRGNIADPSSPELLHFLFGPLQMTVNTSGGPEFASSVRRPHLTSD 128 
Ovrl07_aa 251 AVALLRDNVTPRENELWTSLGDSWTRPGLELSPEEGPPYRPEFFSGWEPP 300 

II III I IIIMI MINI I II I III INN Mil Ml II MM Illllll 

455_051.aa.2 129 AVALLRDNVTPRENELWTSLGDSWTRPGLELSPEEGPPYRPEFFSGWEPP 178 
Ovrl07_aa 3 01 VTDPQSRAWEDPVEKQLQHBRRRRQQSAPQVAVNGHRDLEPESEPQLESE 350 

1 1 1 1 1 1 1 1 1 1 1 II M I M 1 1 1 1 1 M I M 1 1 1 M 1 1 1 1 1 M 1 1 1 II 1 1 1 1 1 

455_051,aa.2 179 VTDPQSRAWEDPVEKQLQHERRRRQQSAPQVAVNGHRDLEPESEPQLESE 228 
Ovrl07_aa 351 TAGKWVLCNYDFQARNS SEL S VKQRD VLEVLDD SRKWWKVRDP AGQEGYV 400 

Ml II I II Mill I II I Mill I II I MM III MM II MM Mill II 

455_051.aa.2 229 TAGKWVLCNYDFQARNS SELSVKQRD VLEVLDD SRKWWKVRDPAGQEGYV 278 
Ovrl07_aa 401 PYNILTPYPGPRLHHSQSPARSLNSTPPPPPAPAPAPPPALARPRWDRPR 450 

I !)[ 1 1 1 1 1 1 i I i 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 [ I [ }| 1 1 

455_051.aa.2 279 PYNILTPYPGPRLHHSQSPARSLNSTPPPPPAPAPAPPPALARPRWDRPR 328 
Ovrl07_aa 451 WDSCDSLNGLDPSEKEKFSQMLIVNEELQARLAQGRSGPSRAVPGPRAPE 500 

I M I M M M M M M M M M M M I M M I M M M M 1 1 1 1 1 M M I 

455_051.aa.2 329 WDSCDSLNGLDPSEKEKFSQMLIVNEELQARLAQGRSGPSRAVPGPRAPE 378 
Ovrl07_aa 501 PQLSPGSDASEVRAWLQAKGFSSGTVDALGVLTGAQLFSLQREELRAVSP 550 

M M I M I M M ! M M 1 1 M M I 

455_051.aa.2 379 PQLSPGSDASEVRAWLQAKGFSSGRRSCGR 408 
Ovrl07_aa 551 EEGARVYSQVTVQRSLLEDKEKVSELEAVMEKQKKKVEGEVEMEVI 596 
455__051.aa.2 409 408 
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1 AGAGCAAGGAAGGGCAGGGGACCTGGGAAGGAAGTTCTGGAAGGCAGTGG 50 

1 0 
51 GGTTTGAGATTGGACCCAGGGTCAAGATAGAACATGAAGGTGGGATGAGG 100 

1 0 
101 ACATGAACAGAACATGGCCAAGAAGGATCTGGGGGAGGAGCCAGGACGAG 150 

1 0 
151 GCGGAGCTGATCCGAGAGGACATCCAGGGGGCTCTGCACAATTACCGCTC 200 

1 0 
201 GGGCCGCGGGGAGCGCAGGGCGGCGGCGCTCAGGGCCACGCAGGAGGAGT 250 

1 0 
251 TGCAGCGCGACCGCTCGCCCGCCGCTGAGACCCCGCCCCTGCAGCGCCGC 300 

1 0 
301 CCGTCAGTCCGCGCAGTGATCAGCACCGTAGAGCGGGGCGCGGGCCGCGG 350 

1 0 
351 ACGACCCCAGGCGAAGCCCATTCCCGAGGCAGAGGAGGCGCAGAGGCCTG 400 

1 0 
401 AGCCGGTGGGGACCTCGAGCAA CGCTGACTC GGC-CTCC 438 

IMM...I ii 1 1 1 1 iii iii mi 

1 GATCTCTTCCAAATGTCCCCGCT - - CTCCCCAGGCTCTCC 3 8 
439 CCGGACCTGGGTCC CCGGGGTCCTGACCTGGCGGTTCTGCA 479 

II III I i • 1 1 1 lllllll II 

39 CC TCCCGCCACTTGCCAGGG- -CTGACCT CA 67 

480 - GGCGGAGCGGGAAGTGGACATCCTGAACCACGTGTTCGACGACGTAGAG 528 

'II III II- Mil-. MM. i 

68 CCGC CAT - CTTAACCGGGTGTCC 89 

529 AGCTTTGTATCGAGGCTGCAGAAGTCGGCGGAGGCGGCCAGGGTGCTGGA 578 

i-ii-i-i nil i-iii minium 

90 ACCTCTCT CTGC CTGCC - TGGTGCTGGC 116 

579 GCACCGGGAACGCGGCCGCAGGAGCCGGCGCCGGGCGGCT GGGGAG 624 

•I MM-M-M -III IIMM MI-MI -.III 

117 CC CGCGTCCCCA-TCGCC-GCGCCCGTCTGCTCCCCTCAGAG 156 

625 GGCTTGCTGACGCTGCGGGCCAAGCCGCCCTCGGAGGCCGAGTACACCGA 674 

1 1 1 1 1 1 M 1 1 1 ( I i r 1 1 1 1 1 1 1 1 f i 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 ! I M 1 1 1 M I 

157 GGCTTGCTGACGCTGCGGGCCAAGCCGCCCTCGGAGGCCGAGTACACCGA 206 
675 CGTGCTGCAGAAGATCAAGTACGCCTTCAGCCTGCTGGCCCGGCTGCGCG 724 

Ml II Mill lllllll I! II ! I Ml Ml 1 1 1 1 MM M ! I MINIMI 

207 CGTGCTGCAGAAGATCAAGTACGCCTTCAGCCTGCTGGCCCGGCTGCGCG 256 
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FIGURE 12 (continued) 

QCAACATCGCCGACCCCTCCTCTCCGGAGCTGTTGCACTTCCTTTTCGGG 

1 1 1 1 ■ 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! I f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

GCAACATCGCCGACCCCTCCTCTCCGGAGCTGTTGCACTTCCTTTTCGGG 
CCTCTGCAGATGATTGTGAACACGTCGGGGGGGCCGGAGTTCGCGAGCAG 

1 1 i 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i I i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

CCTCTGCAGATGATTGTGAACACGTCGGGGGGGCCGGAGTTCGCGAGCAG 

TGTGCGGCGGCCGCATCTGACATCGGATGCCGTGGCGCTGCTGCGGGACA 
I I 1 I I 1 I I 1 1 I I I I I I 1 I I I t 1 I 1 I ] I I I I I 1 I I I I I I I I 1 1 1 I I | 1 I I 1 
TGTGCGGCGGCCGCATCTGACATCGGATGCCGTGGCGCTGCTGCGGGACA 
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ACCCGCCCCGGGCTGGAGCTGTCCCCGGAGGAGGGACCCCCATACAGACC 
CGAGTTCTTCAGCGGCTGGGAGCCGCCGGTCACTGACCCGCAGAGCCGCG 

llllllllllllllllllllllllllllllllllllllllllllllllll 

CGAGTTCTTCAGCGGCTGGGAGCCGCCGGTCACTGACCCGCAGAGCCGCG 



II 



lllllllllllllllllllllllllllliiiin 



lllllllllllllllllllllllllllllllllllllllllliiiiiiil 

CAGCAAAGCGCCCCCCAGGTCGCTGTCAATGGTCACCGAGACTTGGAGCC 

AGAATCTGAGCCTCAGCTGGAGTCAGAGACAGCAGGAAAATGGGTCCTGT 

I I I I 1 I I I I I I I I I I I E i I I I I I I I 1 I I 1 I i I I I I I I | | | | | 1 I I I I I i I 
AGAATCTGAGCCTCAGCTGGAGTCAGAGACAGCAGGAAAATGGGTCCTGT 

GTAATTATGACTTCCAGGCCCGCAACAGCAGTGAGCTGTCGGTCAAGCAG 

Hill 1 1 1 1 1 9 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 j J t 

GTAATTATGACTTCCAGGCCCGCAACAGCAGTGAGCTGTCGGTCAAGCAG 
CGGGACGTACTGGAGGTCCTGGATGACAGTCGTAAGTGGTGGAAGGTTCG 

Mill III IMMIM MIIMIMMMIMIMIMMIIIMIIIM 

CGGGACGTACTGGAGGTCCTGGATGACAGTCGTAAGTGGTGGAAGGTTCG 



MM MM MMM M MM M MMM MM MM MM M M 



M M M MM M MM MMM MMM M M M M M MMMMM I 
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FIGURE 12 (continued) 

Ovrl07 1475 ACGGCTTGGACCCCAGCGAGAAGGAGAAATTCTCCCAGATGCTCATCGTC 1524 

M 1 1 1 Ml 1 1 1 1 II I II I II M 1 1 1 M Mi 1 1 Mi 1 1 MIMMMIIM 

455_051.nt.3 1007 ACGGCTTGGACCCCAGCGAGAAGGAGAAATTCTCCCAGATGCTCATCGTC 1056 

Ovrl07 1525 AACGAGGAACTGCAGGCGCGCCTGGCCCAGGGCCGCTCGGGACCGAGCCG 1574 

I I I I I I 1 I I I 1 1 I 1 I I i I I I I 1 I f I I f I I I I I I I I 1 I J I I f 1 1 | | | I 1 | 1 
455_051.nt.3 1057 AACGAGGAACTGCAGGCGCGCCTGGCCCAGGGCCGCTCGGGACCGAGCCG 1106 

Ovrl07 1575 CGCAGTCCCAGGGCCCCGCGCCCCGGAACCGCAGCTCAGCCCGGGCTCGG 1624 

. IMIIIMIIIIIIIIMIIMIIIIIIIIIIIIIIlllliiiiiiiiii 

455_051.nt.3 1107 CGCAGTCCCAGGGCCCCGCGCCCCGGAACCGCAGCTCAGCCCGGGCTCGG 1156 
Ovrl07 1625 ACGCCTCCGAGGTCCGCGCCTGGCTGCAGGCCAAGGGCTTTAGCTCCGGG 1674 

4Kr _ , , 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

455_051.nt.3 1157 ACGCCTCCGAGGTCCGCGCCTGGCTGCAGGCCAAGGGCTTTAGCTCCGGG 1206 
Ovrl07 1675 ACCGTGGACGCGCTGGGTGTGCTGACCGGGGCGCAGCTTTTCTCGCTGCA 1724 

t« ncn , ™ 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 

4 5 5_0 5 1 . nt . 3 1207 ACCGTGGACGCGCTGGGTGTGCTGACCGGGGCGCAGCTTTTCTCGCTGCA 1256 
Ovrl07 1725 GAGGGAGGAGCTGCGGGCGGTGAGCCCCGAGGAGGGGGCACGTGTGTACA 1774 

ac 11-11 II INN II II III I II MM | Ml | MM MMIMMMMM 

455_051.nt.3 1257 GAAGGAGGAGCTGCGGGCGGTGAGCCCCGAGGAGGGGGCACGTGTGTACA 1306 
Ovrl07 1775 GCCAGGTCACCGTGCAGCGCTCGCTGCTGGAGGACAAAGAGAAAGTGTCA 1824 

4 „ „„ . , „.„ IIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIlllllliiiiiiiinii 

455_051.nt-3 13 07 GCCAGGTCACCGTGCAGCGCTCGCTGCTGGAGGACAAAGAGAAAGTGTCA 1356 
Ovrl07 1825 GAGCTGGAGGCAGTGATGGAGAAGCAAAAGAAGAAGGTGGAAGGCGAGGT 1874 

A „ nK1 , , „„ 1 1 1 1 1 f I ! 1 ■ 1 ■ 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 i 1 1 1 1 ! 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

455_051.nt.3 1357 GAGCTGGAGGCAGTGATGGAGAAGCAAAAGAAGAAGGTGGAAGGCGAGGT 1406 
Ovrl07 1875 GGAAATGGAGGTCATTTGACCTGCCAGGCGCCCTTCGCAAAGAGTGACGA 1924 

* , Illlllllllllllllllllllllllllllilliiiiiiiiiiiiiini 

455_051.nt.3 1407 GGAAATGGAGGTCATTTGACCTGCCAGGCGCCCTTCGCAAAGAGTGACGA 1456 
Ovrl07 1925 GGCCCCGTGGGAGAACGGACTCCTCAGACTCTCCCCAATAGCGGAAGTCG 1974 

nc , , ™ IIIMIIIMIMIIIIIIIIIIMIIMIIIIIIIllllllliiiiiii 

455_051.nt.3 1457 GGCCCCGTGGGAGAACGGACTCCTCAGACTCTCCCCAATAGCGGAAGTCG 1506 

Ovrl07 1975 ATCTTCTGAAGGATGGCCAATCTGCTCCGGCCCTGGTCTTCCCCCATCCC 2024 

n.n . 'IIIIIIIIIIMIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIII 

455_051.nt.3 1507 ATCTTCTGAAGGATGGCCAATCTGCTCCGGCCCTGGTCTTCCCCCATCCC 1556 

Ovrl07 2025 GGTGGACAGACTTAACGATCCTTGCTGCAGTCCCTCCGGAGAGGATCTGG 2074 

, _ _ ftB , , MNIIIIIIIIIIIIIIIIIIIIIillllllllMiiiiiiiniiiii 

455_051.nt.3 1557 GGTGGACAGACTTAACGATCCTTGCTGCAGTCCCTCCGGAGAGGATCTGG 1606 
Ovrl07 2075 ACTGGCTGGGAGTGGGGAGGGCGTGGAGACAGTCTACGGAAAGCGCTAGC 2124 

A „ ft „ , „ M t ■ 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 i i 

455_051.nt.3 1607 ACTGGCTGGGAGTGGGGAGGGCGTGGAGACAGTCTACGGAAAGCGCTAGC 1656 
OVT107 2125 AGACCCCCGAGAGGGTGCAGTGGAGCCCTGAGCATTGTAATATGCGGCCC 2174 

1 1 1 1 1 1 M 1 1 1 il M M I M I II 1 1 M M 1 1 1 1 1 1 1 1 1 1 1 II I IMMI I 

455_051.nt.3 1657 AGACCCCCGAGAGGGTGCAGTGGAGCCCTGAGCATTGTAATATGCGGCCC 1706 

Ovrl07 2175 AGCCTATAAACAGCCTCCGTGCTTAGCAAAAAAAAAAAAAAAAAAAA 2221 

I I I 1 I I I I 1 I I I I I 1 I I I I 1 I I i I I I I i - 
455_051.nt.3 1707 AGCCTATAAACAGCCTCCGTGCTTAGCAG 1735 
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FIGURE 13 (continued) 

Ovrl07 725 GCAACATCGCCGACCCCTCCTCTCCGGAGCTGTTGCACTTCCTTTTCGGG 774 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 III II II II 1 1 III I IN I MM III 

455_051»nt.4 257 GCAACATCGCCGACCCCTCCTCTCCGGAGCTGTTGCACTTCCTTTTCGGG 306 
Ovrl07 775 CCTCTGCAGATGATTGTGAACACGTCGGGGGGGCCGGAGTTCGCGAGCA 824 

IIIIIIIMIIIIIIIIIMIIIIIIIIIIIIII IIIIIIMIIIMIII 

455_051.nt.4 307 CCTCTGCAGATGATTGTGAACACGTCGGGGGGGCCGGAGTTCGCGAGCAG 356 
Ovrl07 825 TGTGCGGCGGCCGCATCTGACATCGGATGCCGTGGCGCTGCTGCGGGACA 874 

lllllll Mill MIIIIIIIMIIIIIMMIIIIIIMIII IIIMII 

455_051.nt.4 357 TGTGCGGCGGCCGCATCTGACATCGGATGCCGTGGCGCTGCTGCGGGACA 406 
Ovrl07 875 ACGTCACTCCACGTGAAAACGAGCTCTGGACCTCGCTGGGGGACTCGTGG 924 

IIIMIMIMMIMIIIMMIIMIIMIMIIII II IIMIIMM 

455_051.nt.4 407 ACGTCACTCCACGTGAAAACGAGCTCTGGACCTCGCTGGGGGACTCGTGG 456 
Ovrl07 925 ACCCGCCCCGGGCTGGAGCTGTCCCCGGAGGAGGGACCCCCATACAGACC 974 

MIIM I II 1 1 1 MM III Ml II III III I II 1 1 1 II 1 1 1 1 1 MMIM 

455_051.nt.4 457 ACCCGCCCCGGGCTGGAGCTGTCCCCGGAGGAGGGACCCCCATACAGACC 506 
Ovrl07 975 CGAGTTCTTCAGCGGCTGGGAGCCGCCGGTCACTGACCCGCAGAGCCGCG 1024 

M M 1 1 1 M 1 1 1 1 II 1 1 1 II M 1 1 1 1 M I ! I II M 1 1 1 1 1 1 1 M I M I II 

455_051.nt,4 507 CGAGXTCTTCAGCGGCTGGGAGCCGCCGGTCACTGACCCGCAGAGCCGCG 556 
Ovrl07 1025 CCTGGGAGGACCCAGTTGAGAAACAGCTACAGCACGAGCGGAGGCGCCGG 1074 

1 1 1 1 1 1 1 i 1 1 i I M 1 1 1 M 1 1 1 M I M [ 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 M 1 1 

455_051.nt.4 557 CCTGGGAGGACCCAGTTGAGAAACAGCTACAGCACGAGCGGAGGCGCCGG 606 
Ovrl07 1075 CAGCAAAGCGCCCCCCAGGTCGCTGTCAATGGTCACCGAGACTTGGAGCC 1124 

Acc nc , ii iiiiiii iiniii iiiiiiii iii iii i ii i mi ii in Minn 

455__051.nt.4 607 CAGCAAAGCGCCCCCCAGGTCGCTGTCAATGGTCACCGAGACTTGGAGCC 656 
Ovrl07 1125 AGAATCTGAGCCTCAGCTGGAGTCAGAGACAGCAGGAAAATGGGTCCTGT 1174 

! M II M 1 1 MMIIIIMMII lllllll IIIIIIII IIMMIMIM 

455_051.nt.4 657 AGAATCTGAGCCTCAGCTGGAGTCAGAGACAGCAGGAAAATGGGTCCTGT 706 
Ovrl07 1175 GTAATTATGACTTCCAGGCCCGCAACAGCAGTGAGCTGTCGGTCAAGCAG 224 

MMMIII II IIIIIIIIIIIIIIIMIIIIIM IIIIIMIIIIIIII 

455_ 051. nt. 4 707 GTAATTATGACTTCCAGGCCCGCAACAGCAGTGAGCTGTCGGTCAAGCAG 756 
Ovrl07 1225 CGGGACGTACTGGAGGTCCTGGATGACAGTCGTAAGTGGTGGAAGGTTCG 1274 

Mtcl% „ lllllll Mill Mil III Mill MM Mill 1 1 II II II III II1III 

455_051.nt.4 757 CGGGACGTACTGGAGGTCCTGGATGACAGTCGTAAGTGGTGGAAGGTTCG 806 
Ovrl07 1275 GGACCCAGCGGGGCAGGAGGGATATGTGCCCTACAACATCCTGACACCCT 1324 

, M 1 1 M I II II 1 1 1 II I II 1 1 1 1 II II I II M II II 1 1 1 1 1 II I II II II 

455_051.nt.4 807 GGACCCAGCGGGGCAGGAGGGATATGTGCCCTACAACATCCTGACACCCT 856 
Ovrl07 1325 ACCCCGGACCCCGGCTGCACCACAGCCAAAGCCCTGCCCGCAGCCTGAAC 1374 

1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

455__051.nt.4 857 ACCCCGGACCCCGGCTGCACCACAGCCAAAGCCCTGCCCGCAGCCTGAAC 906 
Ovrl07 1375 AGCACTCCTCCTCCACCACCAGCCCCAGCCCCGGCCCCACCTCCAGCTCT 1424 

Mnm MM III II II III II III IIIIIMIIIIIIII I Mill I III II MM 

455_051.nt.4 907 AGCACTCCfTCCTCCACCACCAGCCCCAGCCCCGGCCCCACCTCCAGCTCT 956 
Ovrl07 1425 GGCTCGGCCCCGCTGGGACAGGCCCCGCTGGGACAGCTGCGATAGCCTCA 1474 

. I IIIIIIII IIIIIIII IIIIIMIIIIIIII 1 1 MM 1 1 II I II I III I 

455_051.nt.4 957 GGCTCGGCCCCGCTGGGACAGGCCCCGCTGGGACAGCTGCGATAGCCTCA 1006 
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FIGURfe 13 (continued) 

Ovrl07 1475 ACGGCTTGGACCCCAGCGAGAAGGAGAAATTCTCCCAGATGCTCATCGTC 1524 

1 1 M I Ml I III 1 1 II 1 1 II I II II 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 IN | | | | 

455_051.nt.4 1007 ACGGCTTGGACCCCAGCGAGAAGGAGAAATTCTCCCAGATGCTCATCGTC 1056 
Ovrl07 1525 AACGAGGAACTGCAGGCGCGCCTGGCCCAGGGCCGCTCGGGACCGAGCCG 1574 

II I II 1 1 M 1 1 Ml II I III Mill 1 1 1 1 1 1 1 1 1 M M II II III 1 1 1 II 

455_051.nt.4 1057 AACGAGGAACTGCAGGCGCGCCTGGCCCAGGGCCGCTCGGGACCGAGCCG 1106 
Ovrl07 1575 CGCAGTCCCAGGGCCCCGCGCCCCGGAACCGCAGCTCAGCCCGGGCTCGG 1624 

MIMMMMMMIMMIMIMMMMM I MMIMMIIMII 

455_051.nt.4 1107 CGCAGTCCCAGGGCCCCGCGCCCCGGAACCGCAGCTCAGCCCGGGCTCGG 1156 
Ovrl07 1625 ACGCCTCCGAGGTCCGCGCCTGGCTGCAGGCCAAGGGCTTTAGCTCCGGG 1674 

4 „ .„ , „ E IMIIIIIIIIIIIIIIIIIIII Mill 1 1 1 1 

455_051.nt.4 1157 ACGCCTCCGAGGTCCGCGCCTGGCTGCAGGCCAAGGGCTTTAGCTCCGGG 1206 
Ovrl07 1675 ACCGTGGACGCGCTGGGTGTGCTGACCGGGGCGCAGCTTTTCTCGCTGCA 1724 

MMMMMMMMMIMMMMM M II IMMMMMMMII 

455_051.nt.4 1207 ACCGTGGACGCGCTGGGTGTGCTGACCGGGGCGCAGCTTTTCTCGCTGCA 1256 
Ovrl07 1725 GAGGGAGGAGCTGCGGGCGGTGAGCCCCGAGGAGGGGGCACGTGTGTACA 1774 

A „ „„ ll-lllllllllllllllllllllllllllllllllllllllllllllll 

455_051.nt.4 1257 GAAGGAGGAGCTGCGGGCGGTGAGCCCCGAGGAGGGGGCACGTGTGTACA 1306 
Ovrl07 1775 GCCAGGTCACCGTGCAGCGCTCGCTGCTGGAGGACAAAGAGAAAGTGTCA 1824 

iiiiiiiiiimiiiiiiiiiiiiiiiiimiiiiiiiiiiiiiiiii 

455_051.nt.4 1307 GCCAGGTCACCGTGCAGCGCTCGCTGCTGGAGGACAAAGAGAAAGTGTCA 1356 
Ovrl07 1825 GAGCTGGAGGCAGTGATGGAGAAGCAAAAGAAGAAGGTGGAAGGCGAGGT 1874 

„ c , . IIIIIIIMIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIM 

455_051.nt.4 1357 GAGCTGGAGGCAGTGATGGAGAAGCAAAAGAAGAAGGTGGAAGGCGAGGT 1406 
Ovrl07 1875 GGAAATGGAGGTCATTTGACCTGCCAGGCGCCCTTCGCAAAGAGTGACGA 1924 

A „ ftB , III I MM II II I II II III I MM 1 1 II 1 1 II II II I II III 1 1 Mil I 

455_051.nt.4 1407 GGAAATGGAGGTCATTTGACCTGCCAGGCGCCCTTCGCAAAGAGTGACGA 1456 
Ovrl07 1925 GGCCCCGTGGGAGAACGGACTCCTCAGACTCTCCCCAATAGCGGAAGTCG 1974 

lllllllllllllllllllllllllllllllllllllllllllllllili 

455_051.nt.4 1457 GGCCCCGTGGGAGAACGGACTCCTCAGACTCTCCCCAATAGCGGAAGTCG 1506 
Ovr 1 07 1975 ATCTTCTGAAGGATGGCCAATCTGCTCCGGCCCTGGTCTTCCCCCATCCC 2024 

1 1 1 1 1 1 1 1 1 1 1 i 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ] 1 1 ] 1 1 1 1 1 1 1 1 1 1 1 1 ! 

455_051.nt.4 1507 ATCTTCTGAAGGATGGCCAATCTGCTCCGGCCCTGGTCTTCCCCCATCCC 1556 
Ovrl07 2025 GGTGGACAGACTTAACGATCCTTGCTGCAGTCCCTCCGGAGAGGATCTGG 2074 

I i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M M 1 1 1 II I II 1 1 M M 1 1 1 1 1 1 1 1 ! I M 1 1 

455_051.nt.4 1557 GGTGGACAGACTTAACGATCCTTGCTGCAGTCCCTCCGGAGAGGATCTGG 1606 
Ovxl07 2075 ACTGGCTGGGAGTGGGGAGGGCGTGGAGACAGTCTACGGAAAGCGCTAGC 2124 

4 „ „„ , , 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 i II 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 N 1 1 1 1 1 1 1 1 

455_051.nt.4 1607 ACTGGCTGGGAGTGGGGAGGGCGTGGAGACAGTCTACGGAAAGCGCTAGC 1656 
Ovrl07 2125 AGACCCCCGAGAGGGTGCAGTGGAGCCCTGAGCATTGTAATATGCGGCCC 2174 

,„ „, , , in I M linn mi I II III INI I II II II I II I Mill MM MM 

455_ 051 .nt. 4 1657 AGACCCCCGAGAGGGTGCAGTGGAGCCCTGAGCATTGTAATATGCGGCCC 1706 
Ovrl07 2175 AGCCTATAAACAGCCTCCGTGCTTAG CAAAAAAAAAAAAAAAAAAAA 2221 

llllllllllllllllllllllllllll.llllllllllllllllll 

455_051.nt.4 X707 AGCCTATAAACAGCCTCCGTGCTTAGCAGAAAAAAAAAAAAAAAAAAAAA 1756 



WO 2004/053079 PCT/US2003/038855 

30/43 

FIGURE 13 (continued) 

Ovrl07 2222 2221 

455_051.ht.4 1757 AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACATACAAAAAATAAAAGA 1806 

Ovrl07 2222 2221 

455_051.nt.4 1807 ATAGTCAACJUUICAAAATAAGAAACTATAGATAATATAAAAATGAAAATA 1856 

Ovrl07 2222 2221 

455_051.nt,4 1857 AAAAAGAGATGGGGTGGGGCCCTTGTCTTTACTCTCTCCCTCTGGAGTGG 1906 

Ovrl07 2222 2221 

455_051.nt.4 1907 GCACACTATATTATTTCGCCCTCCCCCTCTTTTTTTGTATGAGAGGGCTC 1956 

Ovrl07 2222 2221 

455 051. nt. 4 1957 TTTTA 1961 



WO 2004/053079 PCT/US2003/038855 

31/43 



FIGURE 14 
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FIGURE 14 (continued) 
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FIGURE 14 (continued) 

ACGGCTTGGACCCCAGCGAGAAGGAGAAATTCTCCCAGATGCTCATCGTC 

1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

ACGGCTTGGACCCCAGCGAGAAGGAGAAATTCTCCCAGATGCTCATCGTC 
AACGAGGAACTGCAGGCGCGCCTGGCCCAGGGCCGCTCGGGACCGAGCCG 

III III 1 1 II I !l M II II II 1 1 Ml II I ! I I Ml 1 1 MM 1 1 INN M 

AACGAGGAACTGCAGGCGCGCCTGGCCCAGGGCCGCTCGGGACCGAGCCG 
CGCAGTCCCAGGGCCCCGCGCCCCGGAACCGCAGCTCAGCCCGGGCTCGG 

M M Ml Ml Ml M M M M 1 1 M MM II 1 1 1 M MM M II 1 1 M M 

CGCAGTCCCAGGGCCCCGCGCCCCGGAACCGCAGCTCAGCCCGGGCTCGG 
ACGCCTCCGAGGTCCGCGCCTGGCTGCAGGCCAAGGGCTTTAGCTCCGGG 

1 1 1 1 MM I M M 1 1 II M I M M M II I 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 M 1 1 

ACGCCTCCGAGGTCCGCGCCTGGCTGCAGGCCAAGGGCTTTAGCTCCGGG 
ACCGTGGACGCGCTGGGTGTGCTGACCGGGGCGCAGCTTTTCTCGCTGCA 

1 1 1 1 1 Ml III II II 1 1 II II I I II III II I M II M I M I I M 1 1 M 1 1 



GAGGGAGGAGCTGCGGGCGGTGAGCCCCGAGGAGGGGGCACGTGTGTACA 1774 

IMM IM III II M II M 1 1 II M M! I M 1 1 I M I IMIMI II MM 

GAAGGAGGAGCTGCGGGCGGTGAGCCCCGAGGAGGGGGCACGTGTGTACA 1306 



Ml III MM M I Ml M M M I M I Ml 1 1 1! MUM MM II IM I 

GCCAGGTCACCGTGCAGCGCTCGCTGCTGGAGGACAAAGAGAAAGTGTCA 
GAGCTGGAGGCAGTGATGGAGAAGCAAAAGAAGAAGGTGGAAGGCGAGGT 

M I II MUM II M II I II M I M I II II II M I M II II III M II II 



GGAAATGGAGGTCATTTGACCTGCCAGGCGCCCTTCGCAAAGAGTGACGA 1924 

I II M llllll I! I MM II II I II Mill I M II MM II II I II III I 

G GAAATGGAGGTCATTTGACCT GC CAGG CG C CCT T CG C AAAGAGT G ACG A 1456 



1 1 1 1 MM I M II I II I II II I Ml II II II I II II II I II II II II I 1 1 



ATCTTCTGAAGG ATGGCCAATCTGCTCCGGCCCTGGTCTTCCCCCATCCC 2024 

I II II MUM II 1 1 1 1 MM II II III II III II 11 III llllll III I 

ATCTTCTGAAGGATGGCCAATCTGCTCCGGCCCTGGTCTTCCCCCATCCC 1556 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 m 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



ACTGGCTGGGAGTGGGGAGGGCGTGGAGACAGTCTACGGAAAGCGCTAGC 2124 

M I II III III M I MM I MM II Mill I II 1 1 M II 1 1 M II I MM 

ACTGGCTGGGAGTGGGGAGGGCGTGGAGACAGTCTACGGAAAGCGCTAGC 1656 
AGACCCCCGAGAGGGTGCAGTGGAGCCCTGAGCATTGTAATATGCGGCCC 2174 

I I II Ml MM II II Ml I II I II 1 1 II IMM II I M IMIMI I II II 

AGACCCCCGAGAGGGTGCAGTGGAGCCCTGAGCATTGTAATATGCGGCCC 1706 
AGCCTATAAACAGCCTCCGTGCTTAGCAAAAAAAAAAAAAA 2215 

MM I MMII I M I III MUM IMIMI M MM MM 

AGCCTATAAACAGCCTCCGTGCTTAGCAGAAAAASAAAACACATCAACCC 1756 
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FIGURE 14 (continued) 

Ovrl07 2216 AAAAAA 0 „- 

ll-lll 

455_051.nt.5 1757 AACAAACGTTTGGGGTATTCCATGGCCAATACCGTTGTTCCCGTGTGTGA 1806 
Ovrl07 2222 2221 

455_051.nt.5 1807 ACATTGTTATTTCAGCTCACATTTCCCACAGTATTGGAACAACACATCAT 1856 
Ovrl07 2222 2221 

455_051.nt.5 1857 ACC^C^CACACAC^GAACC^ATCGAGATATATAAACCCAATGCACACTCA 1906 
Ovrl07 2222 2221 

455_051.nt.5 1907 AACACCTAAT 1916 
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FIGURE 15 

Ovrl07 1 AGAGCAAGGAAGGGCAGGGGACCTGGGAAGGAAGTTCTGGAAGGCAGTGG 50 

455_051.nt.6 1 0 

Ovrl07 51 GGTTTGAGATTGGACCCAGGGTCAAGATAGAACATGAAGGTGGGATGAGG 100 

455_051.nt.6 1 0 

Ovrl07 101 ACATGAACAGAACATGGCCAAGAAGGATCTGGGGGAGCAGCCAGGACGAG 50 

455_051.nt.6 1 0 

Ovxl07 151 GCGGAGCTGATCCGAGAGGAGATCCAGGGGGCTCTGCACAATTACCGCTC 200 

455_051.nt.6 1 q 

Ovrl07 201 GGGCCGCGGGGAGCGCAGGGCGGCGGCGCTCAGGGCCACGCAGGAGGAGT 250 

455_051.nt.6 1 0 

Ovrl07 251 TGCAGCGCGACCGCTCGCCCGCCGCTGAGACCCCGCCCCTGCAGCGCCGC 3 00 

455_051.nt.6 1 0 

Ovrl07 301 CCGTCAGTCCGCGCAGTGATCAGCACCGTAGAGCGGGGCGCGGGCCGCGG 350 

455_051.nt.6 1 0 

Ovrl07 351 ACGACCCCAGGCGAAGCCCATTCCCGAGGCAGAGGAGGCGCAGAGGCCTG 400 

455_051.nt.6 1 0 

OVX107 401 AGCCGGTGGGGACCTCGAGCAA CGCTGACTC GGC-CTCC 438 

«H OR1 £Z , II-MI--.III llll III III MM 

4 5 5_0 5 1 • n t . 6 1 GATCTCTTCCAAATGTCCCCGCT - - CTCCCCAGGCTCTCC 3 8 
Ovrl07 439 CCGGACCTGGGTCC CCGGGGTCCTGACCTGGCGGTTCTGCA 479 

,„ n51 te , II HI I Ml I 1 1 Mill II 

455_051.nt .6 39 CC TCCCGCCACTTGCCAGGG - - CTGACCT CA 67 

Ovrl07 480 -GGCGGAGCGGGAAGTGGACATCCTGAACCACGTGTTCGACGACGTAGAG 528 

-II III ll*llll..||IM 

455_051.nt.6 68 CCGC CAT - CTTAACCGGGTGTCC 89 

Ovrl07 529 AGCTTTGTATCGAGGCTGCAGAAGTCGGCGGAGGCGGCCAGGGTGCTGGA 578 

Mi-M mi i-iii -11111111. ~ 

455_051.nt.6 90 ACCTCTCT CTGC CTGCC - TGGTGCTGGC 116 

Ovrl07 579 GCACCGGGAACGCGGCCGCAGGAGCCGGCGCCGGGCGGCT GGGGAG 624 

4« + * J. 1 1 1 1 • 1 1 • 1 1 -Ml 1 1 1 1 1 - 1- 1 •) 1 1 -..III 

455_051.nt.6 117 CC CGCGTCCCCA-TCGCC-GCGCCCGTCTGCTCCCCTCAGAG 156 

Ovrl07 625 GGCTTGCTGACGCTGCGGGCCAAGCCGCCCTCGGAGGCCGAGTACACCGA 674 

A «- 1 1 1 r 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 r i f 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 

455_051,nt.6 157 GGCTTGCTGACGCTGCGGGCCAAGCCGCCCTCGGAGGCCGAGTACACCGA 206 
Ovrl07 675 CGTGCTGCAGAAGATCAAGTACGCCTTCAGCCTGCTGGCCCGGCTGCGCG 724 

nK1 . , 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

455_051.nt.6 207 CGTGCTGCAGAAGATCAAGTACGCCTTCAGCCTGCTQQCCCGGCTGCQCG 256 
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FIGURE 15 (continued) 

725 GCAACATCGCCGACCCCTCCTCTCCGGAGCTGTTGCACTTCCTTTTCGGG 774 
„„ M I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I | | | | | | | | | 1 | | 
257 GCAACATCGCCGACCCCTCCTCTCCGGAGCTGTTGCACTTCCTTTTCGGG 306 

775 CCTCTGCAGATGATTGTGAACACGTCGGGGGGGCCGGAGTTCGCGAGCAG 824 

, M JIM Ml I II III II I II II I II II III II I II II I II I II II I II II 1 1 

307 CCTCTGCAGATGATTGTGAACACGTCGGGGGGGCCGGAGTTCGCGAGCAG 356 
825 TGTGCGGCGGCCGCATCTGACATCGGATGCCGTGGCGCTGCTGCGGGACA 874 

„ II 'I I MM I M HI HI M MM III 1 1 II || I Ml 1 1 MINIMI II 

357 TGTGCGGCGGCCGCATCTGACATCGGATGCCGTGGCGCTGCTGCGGGACA 406 

875 ACGTCACTCCACGTGAAAACGAGCTCTGGACCTCGCTGGGGGACTCGTGG 924 
• 40, i'llllll'lllllllllllllllllllllllllllllllllllllllll 
.6 407 ACGTCACTCCACGTGAAAACGAGCTCTGGACCTCGCTGGGGGACTCGTGG 456 

925 ACCCGCCCCGGGCTGGAGCTGTCCCCGGAGGAGGGACCCCCATACAGACC 974 

c An Mill 1 1 II I II III Mill Mill III II Ml Mill Mill III II || 

.6 457 ACCCGCCCCGGGCTGGAGCTGTCCCCGGAGGAGGGACCCCCATACAGACC 506 
975 CGAGTTCTTCAGCGGCTGGGAGCCGCCGGTCACTGACCCGCAGAGCCGCG 024 

, M MM I II II IIMIII II II MINI III II MM II I Ml Mil I II II 

.6 507 CGAGTTCTTCAGCGGCTGGGAGCCGCCGGTCACTGACCCGCAGAGCCGCG 556 
1025 CCTGGGAGGACCCAGTTGAGAAACAGCTACAGCACGAGCGGAGGCGCCGG 074 

« JULIJUULIJUL 1 JJL 1 i ■ ■ ■ Milium inniiiiii 

»6 557 CCTGGGAGGACCCAGTTGAGAAACAGCTACAGCACGAGCGGAGGCGCCGG 606 
1075 CAGCAAAGCGCCCCCCAGGTCGCTGTCAATGGTCACCGAGACTTGGAGCC 1124 

_ M M 1 1 1 II 1 1 1 1 II II II 1 1 1 1 II 1 1 1 II II 1 1 1 1 II I M 1 1 1 1 II 1 1 1 

.6 607 CAGCAAAGCGCCCCCCAGGTCGCTGTCAATGGTCACCGAGACTTGGAGCC 656 
1125 AGAATCTGAGCCTCAGCTGGAGTCAGAGACAGCAGGAAAATGGGTCCTGT 1174 

. K „ IIMIMIIIIIIMIIIIIIIIIIIIIIIIIIIIIM IIMIII 

6 657 AGAATCTGAGCCTCAGCTGGAGTCAGAGACAGCAGGAAAATGGGTCCTGT 706 
1175 GTAATTATGACTTCCAGGCCCGCAACAGCAGTGAGCTGTCGGTCAAGCAG 1224 

fi JLUIJiijiiiiiiiiimiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

6 707 GTAATTATGACTTCCAGGCCCGCAACAGCAGTGAGCTGTCGGTCAAGCAG 756 
1225 CGGGACGTACTGGAGGTCCTGGATGACAGTCGTAAGTGGTGGAAGGTTCG 1274 

c w IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIII 

6 757 CGGGACGTACTGGAGGTCCTGGATGACAGTCGTAAGTGGTGGAAGGTTCG 806 
1275 GGACCCAGCGGGGCAGGAGGGATATGTGCCCTACAACATCCTGACACCCT 1324 

. m „ NIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

6 807 GGACCCAGCGGGGCAGGAGGGATATGTGCCCTACAACATCCTGACACCCT 856 
1325 ACCCCGGACCCCGGCTGCACCACAGCCAAAGCCCTGCCCGCAGCCTGAAC 1374 

IIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIlllllllllll 

6 857 ACCCCGGACCCCGGCTGCACCACAGCCAAAGCCCTGCCCGCAGCCTGAAC 906 

1375 AGCACTCCTCCTCCACCACCAGCCCCAGCCCCGGCCCCACCTCCAGCTCT 1424 

e ann I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
.6 907 AGCACTCCTCCTCCACCACCAGCCCCAGCCCCGGCCCCACCTCCAGCTCT 956 

1425 GGCTCGGCCCCGCTGGGACAGGCCCCGCTGGGACAGCTGCGATAGCCTCA 1474 

c oc 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

.6 957 GGCTCGGCCCCGCTGGGACAGGCCCCGCTGGGACAGCTGCGATAGCCTCA 1006 
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FIGURE 15 (continued) 

Ovrl07 1475 ACGGCTTGGACCCCAGCGAGAAGGAQAAATTCTCCCAGATGCTCATCGTC 1524 

1CC nK1 _ , M MMIIIIIIIIIIIIIIIIII MM llllllll II IIMIIMIIMM 

455_051.nt.6 1007 ACGGCTTGGACCCCAGCGAGAAGGAGAAATTCTCCCAGATGCTCATCGTC 1056 
Ovrl07 1525 AACGAGGAACTGCAGGCGCGCCTGGCCCAGGGCCGCTCGGGACCGAGCCG 1574 

*« n. n > , ™ IIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIllllilM 

455_051.nt.S 1057 AACGAGGAACTGCAGGCGCGCCTGGCCCAGGGCCGCTCGGGACCGAGCCG 1106 
Ovrl07 1575 CGCAGTCCCAGGGCCCCGCGCCCCGGAACCGCAGCTCAGCCCGGGCTCGG 1624 

n,, . * 11n , '•'''I'llllllMIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIM 

455_051.at.6 1107 CGCAGTCCCAGGGCCCCGCGCCCCGGAACCGCAGCTCAGCCCGGGCTCGG 1156 
Ovxl07 1625 ACGCCTCCGAGGTCCGCGCCTGGCTGCAGGCCAAGGGCTTTAGCTCCGGG 1674 

A „ M , IMIIIMI II I llllllll II INI MM 1 1 II II II I MM || 11)1 1 

455_051 .nt . 6 1157 ACGCCTCCGAGGTCCGCGCCTGGCTGCAGGCCAAGGGCTTTAGCTCCGGG 12 0 6 
Ovxl07 1675 ACCGTGGACGCGCTGGGTGTGCTGACCGGGGCGCAGCTTTTCTCGCTGCA 1724 

I M I M I M M II II I II 1 1 1 1 1 II 1 1 II II II 1 1 II M I II II 1 1 1 1 II 

455_051.nt.6 1207 ACCGTGGACGCGCTGGGTGTGCTGACCGGGGCGCAGCTTTTCTCGCTGCA 1256 

Ovrl07 1725 GAGGGAGGAGCTGCGGGCGGTGAGCCCCGAGGAGGGGGCACGTGTGTACA 1774 

II M I I II M I I II II I I | || I II II II II II II II I II II I I I I II I I I 
455_051.nt.6 1257 GAAGGAGGAGCTGCGGGCGGTGAGCCCCGAGGAGGGGGCACGTGTGTACA 1306 

Ovrl07 1775 GCCAGGTCACCGTGCAGCGCTCGCTGCTGGAGGACAAAGAGAAAGTGTCA 1824 

ft „ c , IMIIIMI II MUM MM I II Ml Mill II llllllll MM MM ' 

455_051.nt*6 1307 GCCAGGTCACCGTGCAGCGCTCGCTGCTGGAGGACAAAGAGAAAGTGTCA 1356 
Ovrl07 1825 GAGCTGGAGGCAGTGATGGAGAAGCAAAAGAAGAAGGTGGAAGGCGAGGT 1874 

4 « n „ „ c „„ INI 1 1 llllllll III III llllllll MM MM III II IMIIIMI 

455_051.nt.6 1357 GAGCTGGAGGCAGTGATGGAGAAGCAAAAGAAGAAGGTGGAAGGCGAGGT 1406 
Ovrl07 1875 GGAAATGGAGGTCATTTGACCTGCCAGGCGCCCTTCGCAAAGAGTGACGA 1924 

m , AA „ IMIIIMI Mill II MM llllllll III MM I II I MM II MM I 

455_051*nt.6 1407 GGAAATGGAGGTCATTTGACCTGCCAGGCGCCCTTCGCAAAGAGTGACGA 1456 

Ovrl07 1925 GGCCCCGTGGGAGAACGGACTCCTCAGACTCTCCCCAATAGCGGAAGTCG 1974 

4» mi - « I I M I M M I M II II II II I I II I II II II I II I I II II II I I II II II 

455_051.nt.6 1457 GGCCCCGTGGGAGAACGGACTCCTCAGACTCTCCCCAATAGCGGAAGTCG 1506 

Ovxl07 1975 ATCTTCTGAAGGATGGCCAATCTGCTCCGGCCCTGGTCTTCCCCCATCCC 2024 

c ™ I M I II II I II II II II I II II II II II II II I II II II II I M M I II I 

455_051.nt.6 1507 ATCTTCTGAAGGATGGCCAATCTGCTCCGGCCCTGGTCTTCCCCCATCCC 1556 
Ovrl07 2025 GGTGGACAGACTTAACGATCCTTGCTGCAGTCCCTCCGGAGAGGATCTGG 2074 

4 S5 0B1 t s i-UJULI X I ' IJLi 1 1 1 1 1 1 1 1 1 1 1 m 1 1 m 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 

455_051.nt*6 1557 GGTGGACAGACTTAACGATCCTTGCTGCAGTCCCTCCGGAGAGGATCTGG 1606 

Ovrl07 2075 ACTGGCTGGGAGTGGGGAGGGCGTGGAGACAGTCTACGGAAAGCGCTAGC 2124 

n«, . * M 'I I I I II I I II I M II II II II II I I I I II I II I I I II II I I M I II I 

455_051.nt.6 1607 ACTGGCTGGGAGTGGGGAGGGCGTGGAGACAGTCTACGGAAAGCGCTAGC 1656 

Ovrl07 2125 AGACCCCCGAGAGGGTGCAGTGGAGCCCTGAGCATTGTAATATGCGGCCC 2174 

45B „« . « illJLJUL himiii ii ii 1 1 in in i mi itiiiiiiiiiiiin in 

455_0Sl.nt.6 1657 AGACCCCCGAGAGGGTGCAGTGGAGCCCTGAG<^TTGTAATATGCGGCCC 1706 
Ovrl07 2175 AGCCTATAAACAGCCTCCGTGCTTAGCAAAAAAAAAAAAAAAAAAAA 2221 

IIIIIIIIIIMIIIIIIIIIIIIIIII. 

455_051.nt.6 1707 AGCCTATAAACAGCCTCCGTGCTTAGCAG 1735 
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FIGURE 16 
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1 GAGTCACCAAGGAAGGCAGCGGCAGCTCCACTCAGCCAGTACCCAGA 

1 1 1 1 i f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 M ! I II I ! 1 1 II] M 

1 TGTGAGTCACCAAGGAAGGCAGCGGCA - CTCCACTCAGCCAGTACCCAGA 



48 



50 



98 



100 



148 



150 



165 



TACGCTGGGAACCTTCCCCAGCCATGGCTTCCCTGGGGCAGATCCTCTTC 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 ! 1 1 1 f 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 i I f ! I 

TACGCTGGGAACCTTCCCCAGCCATGGCTTCCCTGGGGCAGATCCTCTTC 
TGGAGCATAATTAGCATCATCATTATTCTGGCTGGAGCAATTGCACTCAT 

IIMIIIIIMIIIIMIilllllllllllllllllllllMIIIIIIII 

TGGAGCATAATTAGCATCATCATTATTCTGGCTGGAGCAATTGCACTCAT 

CATTGGCTTTGGTATTT 

I M Mllllll II I I M 

CATTGGCTTTGGTATTTCAGAAGTCTCTGTCTGGCTTTCAGCAATGAAGG 



200 GTTTGGTTGTAGAAGTTCCAAGGCTTCCCTTAGCATTGATCTTTGCTTCC 



165 



250 



CAGGGAGACACTCCATCACAGTCACTACTGTCGCCTCAGCTGG 

IIIIIIIIIIIMIIIMIIIIIIIIMIIIIIIIIIIIIIII 

TGAACTGCAGGGAGACACTCCATCACAGTCACTACTGTCGCCTCAGCTGG 



208 GAACATTGGGGAGGATGGAATCCAGAGCTGCACTTTTGAACCTGACATCA 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 . 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

300 GAACATTGGGGAGGATGGAATCCTGAGCTGCACTTTTGAACCTGACATCA 
258 AACTTTCTGATATCGTGATACAATGGCTGAAGGAAGGTGTTTTAGGCTTG 

M 1 1 1 1 1 1 Ml ! Ml Ml 1 1 1 1 Ml 1 1 1 1 II I Mi I Ml MIMMIIM 

350 AACTTTCTGATATCGTGATACAATGGCTGAAGGAAGGTGTTTTAGGCTTG 



308 



400 



GTCCATGAGTTCAAAGAAGGCAAAGATGAGCTGTCGGAGCAGGATGAAAT 

MIIMIIIIIIIIIIIIIIIIIIIIIIIIIllllllllliiiliiini 

GTCCATGAGTTCAAAGAAGGCAAAGATGAGCTGTCGGAGCAGGATGAAAT 



358 GTTCAGAGGCCGGACAGCAGTGTXTGCTGATCAAGTGATAGTTGGCAATG 

A 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 i j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

450 GTTCAGAGGCCGGACAGCAGTGTTTGCTGATCAAGTGATAGTTGGCAATG 
408 CCTCTTTGCGGCTGAAAAACGTGCAACTCACAGATGCTGGCACCTACAAA 

Bft IN Mill III 1 1 I II I II I II II 1 1 II I III 1 1 III II 

500 CCTCTTTGCGGCTGAAAAACGTGCAACTCACAGATGCTGGCACCTACAAA 
458 TGTTATATCATCACTTCTAAAGGCAAGGGGAATGCTAACCTTGAGTATAA 

lllllllllllllllllllllllllllllliiiiiillllllllllllll 

550 TGTTATATCATCACTTCTAAAGGCAAGGGGAATGCTAACCTTGAGTATAA 



508 



600 



AACTGGAGCCTTCAGCATGCCGGAAGTGAATGTGGACTATAATGCCAGCT 

II M M I Ml II Mllllll I IMIMIMIl llllllll III N II! II 

AACTGGAGCCTTCAGCATGCCGGAAGTGAATGTGGACTATAATGCCAGCT 



558 CAGAGACCTTGCGGTGTGAGGCTCCCCGATGGTTCCCCCAGCCCACAGTG 

«„ IIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIII 

650 CAGAGACCTTGCGGTGTGAGGCTCCCCGATGGTTCCCCCAGCCCACAGTG 



608 



700 



GTCTGGGCATCCCAAGTTGACCAGGGAGCCAACTTCTCGGAAGTCTCCAA 

> i'iJLJLJLJL ' n 1 1 1 m 1 1 1 1 r 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 1 n m 1 1 1 n 1 1 1 

GTCTGGGCATCCCAAGTTGACCAGGGAGCCAACTTCTCGGAAGTCTCCAA 
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FIGURE 16 (continued) 
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1400 


OvrllO 


1167 


OvrllOvl 


1450 



TACCAGCTTT6AGCTGAACTCTGAGAATGTGACCATGAAGGTTGTGTCTG 

IIIIIIIIIIIIIIIIIIIIIIIIMIIMIIIIIIIIIIIIIIIIIIII 

TACCAGCTTTGAGCTGAACTCTGAGAATGTGACCATGAAGGTTGTGTCTQ 
TGCTCTACAATGTTACGATCAACAACACATACTCCXGTATGATTGAAAAT 

1 1 ill 1 1 1 1 1 1 1 1 1 IN I !! M 1 i 1 1 M 1 1 1 1 1 II II 1 1 1 1 1 1 M 1 1 1 M 

TGCTCTACAATGTTACGATCAACAACACATACTCCTGTATGATTGAAAAT 
GACATTGCCAAAGCAACAGGGGATATCAAAGTGACAGAATCGGAGATCAA 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 Ml 1 1 II I M 1 1 1 1 1 1 M II 1 1 1 II 1 1 1 1 1 1 1 ! 1 1 1 

GACATTGCCAAAGCAACAGGGGATATCAAAGTGACAGAATCGGAGATCAA 
AAGGCGGAGTCACCTACAGCTGCTAAACTCAAAGGCTTCTCTGTGTGTCT 

1 1 1 1 1 1 1 1 1 II I ! 1 1 1 II I II I ! I M M M I M 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 

AAGGCGGAGTCACCTACAGCTGCTAAACTCAAAGGCTTCTCTGTGTGTCT 
CTTCTTTCTTTGCCATCAGCTGGGCACTTCTGCCTCTCAGCCCTTACCTG 

MINI lllllllllll II Mil III II I Ml Mill I Ml I! Ml IN I 

CTTCTTTCTTTGCCATCAGCTGGGCACTTCTGCCTCTCAGCCCTTACCTG 



It 



i I - I t t 1 I I I I I I 1 I I I 1 1 t 1 I I t 1 I I I I I I t 



ACAACAGGGATCTACAGAACTATTTCACCACCAGATATGACCTAGTTTTA 

I ! 1 1 1 1 1 1 1 1 !! 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 

ACAACAGGGATCTACAGAACTATTTCACCACCAGATATGACCTAGTTTTA 
TATTTCTGGGAGGAAATGAATTCATATCTAGAAGTCTGGAGTGAGCAAAC 
TATTTCTGGGAGGAAATGAATTCATATCTAGAAGTCTGGAGTGAGCAAAC 

AAGAGCAAGAAACAAAAAGAAGCCAAAAGCAGAAGGCTCCAATATGAACA 

I 1 I 1 1 1 1 1 1 1 1 1 1 11 1 1 I 1 1 1 I t 1 1 1 1 1 I I 1 1 1 1 1 1 1 I 1 I 1 1 1 I I ] I 1 I 1 
AAGAGCAAGAAACAAAAAGAAGCCAAAAGCAGAAGGCTCCAATATGAACA 



II 1 1 1 1! I II III III I II I il II II I I II II I Ml 1 1 1 III II I II I 
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FIGURE 16 (continued) 

OvrllO 1167 1166 

OvrllOvl 1500 GCTAATTGACTGCCACTTCGCAACTCAQGGGCGGCTGCATTTTAGTAATG 1549 

OvrllO 1167 - 1166 

OvrllOvl. 1550 GGTCAAATGATTCACTTTTTATGATGCTTCCAAAGGTGCCTTGGCTTCTC 1599 

OvrllO 1167 - 1166 

OvrllOvl 1600 TTCCCAACTGACAAATGCCAAAGTTGAGAAAAATGATCATAATTTTAGCA 1649 

OvrllO 1167 - - 1166 

OvrllOvl 1650 TAAACAGAGCAGTCGGCGACACCGA7TTTATAAATAAACTGAGCACCTTC 1699 

OvrllO 1167 - - - 1166 

OvrllOvl 1700 TTTTTAAACAAACAAATGCGGGTTTATTTCTCAGATGATGTTCATCCGTG 1749 

OvrllO 1167 1166 

OvrllOvl 1750 AATGGTCCAGGGAAGGACCTTTCACCTTGACTATATGGCATTATGTCATC 1799 

OvrllO 1167 - 1166 

OvrllOvl 1800 ACAAGCTCTGAGGCTTCTCCTTTCCATCCTGCGTGGACAGCTAAGACCTC 1849 

OvrllO 1167 - 1166 

OvrllOvl 1850 AGTTTTCAATAGCATCTAGAGCAGTGGGACTCAGCTGGGGTGATTTCGCC 1899 

OvrllO 1167 -- - 1166 

OvrllOvl 1900 CCCCATCTCCGGGGGAATGTCTGAAGACAATTTTGGTTACCTCAATGAGG 1949 

OvrllO 1167 1166 

OvrllOvl 1950 GAGTGGAGGAGGATACAGTGCTACTACCAACTAGTGGATAAAGGCCAGGG 1999 

OvrllO 1167 1166 

OvrllOvl 2000 ATGCTGCTCAACCTCCTACCATGTACAGGACGTCTCCCCATTACAACTAC 2049 

OvrllO 1167 GTCAACTGTGTCAGGGCTAAGAAACCCTGGTTTTGAGT 1204 

I MM III II III II. MM Ml 1 1 1 II II Ml II I II 

OvrllOvl 2050 CCAATCCGAAGTGTCAACTGTGTCAGGACTAAGAAACCCTGGTTTTGAGT 2099 

OvrllO 1205 AGAAAAGGGCCTGGAAAGAGGGGAGCCAACAAATCTGTCTGCTTCCTCAC 1254 

MMMMMMMIMMMMMMIMMMMMMMMMMM 

OvrllOvl 2100 AGAAAAGGGCCTGGAAAGAGGGGAGCCAACAAATCTGTCTGCTTCCTCAC 2149 

OvrllO 1255 ATTAGTCATTGGCAAATAAGCATTCTGTCTCTTTGGCTGCTGCCTCAGCA 1304 

MIMIII II MMMIMIMM MMMMIMM I MIMIIMMI 

OvrllOvl 2150 ATTAGTCATTGGCAAATAAGCATTCTGTCTCTTTGGCTGCTGCCTCAGCA 2199 

OvrllO 13 05 CAGAGAGCCAGAACTCTATCGGGCACCAGGATAACATC7CTCAGTGAACA 1354 

! 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 M II 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 

OvrllOvl 2200 CAGAGAGCCAGAACTCTATCGGGCACCAGGATAACATCTCTCAGTGAACA 2249 
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FIGURE 16 (continued) 
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AATTGAGGCCTTGAGGAATGAAGCTTTGAAGGAAAAGAATACTTTGTTTC 
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CAGCCCCCTTCCCACACTCTTCATGTGTTAACCACTGCCTTCCTGGACCT 
TGGAGCCACGGTGACTGTATTACATGTTGTTATAGAAAACTGATTTTAGA 
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FIGURE 17 

OvrllO 1 MASLGQILFWSIISIIIILAGAIAIjIIGFGISGRHSITVTTVASAGNIGE 50 

1 1 1 1 1 1 1 ! 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ...|...|..|...| 

455_053.aa.2 1 MASLGQILFWSIXSXIXXLAGAIALIIGFGXS EVSVWLSAMKGLWE 47 

OvrllO 51 DGIQSCTPEPDIKLSDIVIQWliKEGVIiGLVHBFKEGKDELSBQDEMFRGR 100 

. | . i . | i . | . • . 

455_053 .aa.2 48 VPRIiPIiAI«IFAS 59 

OvxllO 101 TAVPADQVIVGNASLRLKNVQLTDAGTYKCYIITSKGKGNANLEYKTGAF 150 

455_053.aa.2 60 59 

OvrllO 151 SMPEVNVD YNAS S E T LRCEAP RW F P QPTWWA S QVDQGANP S E VSNT S PE 200 

455_053.aa.2 60 59 

OvrllO 201 IiNSENVTMK\nrSVIiYNVTXNNTYSCMXEl^IAKATGDXKVTESElKRRSH 250 

455_053.aa.2 60 59 

OvrllO 251 LQLLNSKASLCVSSFFAISWALLPLSPYLMLK 282 

455 053. aa.2 60 59 
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FIGURE 18 
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